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<110> Edwin L. Madison 
Edgar O. Ong 
Jiunn-Chern Yeh 
Corvas International, Inc. 

<120> NUCLEIC ACID MOLECULES ENCODING 

TRANSMEMBRANE SERINE PROTEASES, THE ENCODED PROTEINS AND 
METHODS BASED THEREON 

<130> 24745-1607 

<140> 09/000,000 
<141> 2001-02-01 

<150> 60/213,124 
<151> 2000-06-22 

<150> 60/234,840 
<151> 2000-06-22 

<150> 60/179,982 
<151> 2000-02-03 

<150> 60/183,542 
<151> 2000-02-18 

<150> 09/657,968 
<151> 2000-02-08 

<160> 72 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 3147 

<212> DNA 

<213> Homo Sapien 

<220> 

<223> Nucleotide encoding MTSPl 

<221> CDS 

<222> (23) . . . (2589) 
<300> 

<301> O'Brien, T.J. and Tanimoto, H. 

<308> GenBank AR081724 

<310> US Pat 5972616 

<311> 1998-02-20 

<312> 1999-10-26 

<400> 1 

tcaagagcgg cctcggggta cc atg ggg ago gat egg gcc cgc aag ggc gga 

Met Gly Ser Asp Arg Ala Arg Lys Gly Gly 



ggg ggc ccg aag gac ttc ggc gcg gga etc aag tac aac tec egg cae 
Gly Gly Pro Lys Asp Phe Gly Ala Gly Leu Lys Tyr Asn Ser Arg His 
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gag aaa gtg aat ggc ttg gag gaa ggc gtg gag ttc ctg cca gtc aac 14 8 

Glu Lys Val Asn Gly Leu Glu Glu Gly Val Glu Phe Leu Pro Val Asn 
30 35 40 

aac gtc aag aag gtg gaa aag cat ggc ccg ggg cgc tgg gtg gtg ctg 196 
Asn Val Lys Lys Val Glu Lys His Gly Pro Gly Arg Trp Val Val Leu 
45 50 55 

gca gcc gtg ctg ate ggc etc etc ttg gtc ttg ctg ggg ate ggc ttc 244 
Ala Ala Val Leu lie Gly Leu Leu Leu Val Leu Leu Gly lie Gly Phe 
60 S5 70 

ctg gtg tgg cat ttg cag tac egg gac gtg cgt gtc cag aag gtc ttc 2 92 

Leu Val Trp His Leu Gin Tyr Arg Asp Val Arg Val Gin Lys Val Phe 
75 80 85 90 

aat ggc tac atg agg ate aca aat gag aat ttt gtg gat gcc tac gag 34 0 

Asn Gly Tyr Met Arg lie Thr Asn Glu Asn Phe Val Asp Ala Tyr Glu 
95 100 105 

aac tec aac tee act gag ttt gta age ctg gee age aag gtg aag gac 3 88 

Asn Ser Asn Ser Thr Glu Phe Val Ser Leu Ala Ser Lys Val Lys Asp 
110 115 120 

gcg ctg aag ctg ctg tac age gga gtc cca ttc ctg ggc ccc tac cac 436 
Ala Leu Lys Leu Leu Tyr Ser Gly Val Pro Phe Leu Gly Pro Tyr His 
125 130 135 

aag gag teg get gtg acg gcc ttc age gag ggc age gtc ate gcc tac 484 
Lys Glu Ser Ala Val Thr Ala Phe Ser Glu Gly Ser Val lie Ala Tyr 
140 145 150 

tac tgg tet gag ttc age ate ccg cag cac ctg gtg gag gag gcc gag 532 
Tyr Trp Ser Glu Phe Ser lie Pro Gin His Leu Val Glu Glu Ala Glu 
155 160 165 170 



cgc gte atg gee gag gag cgc gta gtc atg ctg ccc ccg egg gcg cge 
Arg Val Met Ala Glu Glu Arg Val Val Met Leu Pro Pro Arg Ala Arg 
175 180 185 



580 



tee ctg aag tec ttt gtg gte ace tea gtg gtg get ttc ccc acg gac 628 
Ser Leu Lys Ser Phe Val Val Thr Ser Val Val Ala Phe Pro Thr Asp 
190 195 200 

tec aaa aca gta cag agg acc cag gac aac age tge age ttt ggc ctg 676 
Ser Lys Thr Val Gin Arg Thr Gin Asp Asn Ser Cys Ser Phe Gly Leu 
205 210 215 

cac gcc cgc ggt gtg gag ctg atg cgc ttc acc acg ccc ggc ttc cct 724 
His Ala Arg Gly Val Glu Leu Met Arg Phe Thr Thr Pro Gly Phe Pro 
220 225 230 

gac age ccc tac ccc get eat gcc cge tge cag tgg gee ctg egg ggg 7 72 

Asp Ser Pro Tyr Pro Ala His Ala Arg Cys Gin Trp Ala Leu Arg Gly 
235 240 245 250 

gac gcc gac tea gtg ctg age etc acc ttc cge age ttt gac ctt gcg 820 
Asp Ala Asp Ser Val Leu Ser Leu Thr Phe Arg Ser Phe Asp Leu Ala 
255 260 265 

tec tge gac gag cgc ggc age gac ctg gtg acg gtg tac aac acc ctg 868 
Ser Cys Asp Glu Arg Gly Ser Asp Leu Val Thr Val Tyr Asn Thr Leu 
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270 275 280 

age ccc atg gag ccc cac gcc ctg gtg cag ttg tgt ggc acc tac cct 916 
Ser Pro Met Glu Pro His Ala Leu Val Gin Leu Cys Gly Thr Tyr Pro 
285 290 295 

ccc tec tac aac ctg acc ttc cac tec tec cag aac gtc ctg etc ate 964 
Pro Ser Tyr Asn Leu Thr Phe His Ser Ser Gin Asn Val Leu Leu lie 
300 305 310 

aca ctg ata acc aac act gag egg egg eat ccc ggc ttt gag gcc ace 1012 
Thr Leu lie Thr Asn Thr Glu Arg Arg His Pro Gly Phe Glu Ala Thr 
315 320 325 330 

ttc ttc cag ctg cct agg atg age age tgt gga ggc cgc tta cgt aaa 1060 
Phe Phe Gin Leu Pro Arg Met Ser Ser Cys Gly Gly Arg Leu Arg Lys 
335 340 345 

gcc cag ggg aca ttc aac age ccc tac tac cca ggc cac tac eca ccc 110 8 

Ala Gin Gly Thr Phe Asn Ser Pro Tyr Tyr Pro Gly His Tyr Pro Pro 
350 355 360 

aac att gac tgc aca tgg aac att gag gtg ccc aac aac cag cat gtg 1156 
Asn lie Asp Cys Thr Trp Asn lie Glu Val Pro Asn Asn Gin His Val 
365 370 375 

aag gtg age ttc aaa ttc ttc tac ctg ctg gag ccc ggc gtg cct gcg 1204 
Lys Val Ser Phe Lys Phe Phe Tyr Leu Leu Glu Pro Gly Val Pro Ala 
380 385 390 

ggc acc tgc ccc aag gac tac gtg gag ate aat ggg gag aaa tac tgc 1252 
Gly Thr Cys Pro Lys Asp Tyr Val Glu lie Asn Gly Glu Lys Tyr Cys 
395 400 405 410 

gga gag agg tec cag ttc gtc gtc acc age aac age aac aag ate aca 13 0 0 

Gly Glu Arg Ser Gin Phe Val Val Thr Ser Asn Ser Asn Lys lie Thr 
415 420 425 

gtt cgc ttc cac tea gat cag tec tac acc gac acc ggc ttc tta get 1348 
Val Arg Phe His Ser Asp Gin Ser Tyr Thr Asp Thr Gly Phe Leu Ala 
430 435 440 

gaa tac etc tec tac gac tec agt gac eca tgc ccg ggg cag ttc acg 1396 
Glu Tyr Leu Ser Tyr Asp Ser Ser Asp Pro Cys Pro Gly Gin Phe Thr 
445 450 455 

tgc cgc acg ggg egg tgt ate egg aag gag ctg cgc tgt gat ggc tgg 1444 
Cys Arg Thr Gly Arg Cys lie Arg Lys Glu Leu Arg Cys Asp Gly Trp 
460 465 470 

gee gac tgc acc gac cac age gat gag etc aac tgc agt tgc gac gee 1492 
Ala Asp Cys Thr Asp His Ser Asp Glu Leu Asn Cys Ser Cys Asp Ala 
475 480 485 490 

ggc cac cag ttc acg tgc aag aac aag ttc tgc aag ccc etc ttc tgg 154 0 

Gly His Gin Phe Thr Cys Lys Asn Lys Phe Cys Lys Pro Leu Phe Trp 
495 500 505 

gtc tgc gac agt gtg aac gae tgc gga gac aac age gac gag cag ggg 1588 
Val Cys Asp Ser Val Asn Asp Cys Gly Asp Asn Ser Asp Glu Gin Gly 
510 515 520 
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tgc agt tgt ccg gcc cag acc ttc agg tgt tec aat ggg aag tgc etc 1636 
Cys Ser Cys Pro Ala Gin Thr Phe Arg Cys Ser Asn Gly Lys Cys Leu 
525 530 535 

teg aaa age eag cag tge aat ggg aag gac gae tgt ggg gae ggg tee 1684 
Ser Lys Ser Gin Gin Cys Asn Gly Lys Asp Asp Cys Gly Asp Gly Ser 
540 545 550 

gae gag gee tec tgc ecc aag gtg aae gtc gte act tgt ace aaa cae 1732 
Asp Glu Ala Ser Cys Pro Lys Val Asn Val Val Thr Cys Thr Lys His 
555 560 565 570 

acc tac cgc tgc etc aat ggg etc tgc ttg age aag ggc aae cet gag 1780 
Thr Tyr Arg Cys Leu Asn Gly Leu Cys Leu Ser Lys Gly Asn Pro Glu 
575 580 585 

tgt gac ggg aag gag gac tgt age gac ggc tea gat gag aag gac tgc 182 8 

Cys Asp Gly Lys Glu Asp Cys Ser Asp Gly Ser Asp Glu Lys Asp Cys 
590 595 600 

gac tgt ggg ctg egg tea ttc acg aga cag get cgt gtt gtt ggg ggc 1876 
Asp Cys Gly Leu Arg Ser Phe Thr Arg Gin Ala Arg Val Val Gly Gly 
605 610 615 

acg gat geg gat gag ggc gag tgg cec tgg cag gta age etg cat get 1924 
Thr Asp Ala Asp Glu Gly Glu Trp Pro Trp Gin Val Ser Leu His Ala 
620 625 630 

ctg ggc cag ggc eac ate tgc ggt get tec etc ate tct cec aac tgg 1972 
Leu Gly Gin Gly His lie Cys Gly Ala Ser Leu lie Ser Pro Asn Trp 
635 640 645 650 

ctg gtc tct gcc gca cac tgc tac ate gat gac aga gga ttc agg tac 2020 
Leu Val Ser Ala Ala His Cys Tyr lie Asp Asp Arg Gly Phe Arg Tyr 
655 660 665 

tea gae cec acg eag tgg acg gcc ttc ctg ggc ttg cac gac cag age 2 068 

Ser Asp Pro Thr Gin Trp Thr Ala Phe Leu Gly Leu His Asp Gin Ser 
670 675 680 

cag cgc age gcc ect ggg gtg cag gag cgc agg etc aag cgc ate ate 2116 
Gin Arg Ser Ala Pro Gly Val Gin Glu Arg Arg Leu Lys Arg lie lie 
685 690 695 

tec cac cec ttc ttc aat gac ttc acc ttc gae tat gac ate gcg ctg 2164 
Ser His Pro Phe Phe Asn Asp Phe Thr Phe Asp Tyr Asp lie Ala Leu 
700 705 710 

ctg gag ctg gag aaa ccg gca gag tac age tec atg gtg egg cec ate 2212 
Leu Glu Leu Glu Lys Pro Ala Glu Tyr Ser Ser Met Val Arg Pro lie 
715 720 725 730 

tgc ctg ccg gac gcc tec cat gtc ttc cct gcc ggc aag gcc ate tgg 2260 
Cys Leu Pro Asp Ala Ser His Val Phe Pro Ala Gly Lys Ala lie Trp 
735 740 745 

gte acg ggc tgg gga cac acc eag tat gga ggc act ggc gcg ctg ate 2308 
Val Thr Gly Trp Gly His Thr Gin Tyr Gly Gly Thr Gly Ala Leu lie 
750 755 760 

ctg caa aag ggt gag ate cgc gtc ate aae cag ace acc tgc gag aae 2356 
Leu Gin Lys Gly Glu lie Arg Val lie Asn Gin Thr Thr Cys Glu Asn 
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765 



770 



775 



etc ctg ccg cag cag ate acg ccg cgc atg atg tgc gtg ggc ttc etc 
Leu Leu Pro Gin Gin lie Thr Pro Arg Met Met Cys Val Gly Phe Leu 
780 785 790 



2404 



age ggc gge gtg gae tec tgc eag ggt gat tec ggg gga cec ctg tec 
Ser Gly Gly Val Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Ser 
795 800 805 810 



2452 



age gtg gag gcg gat ggg egg ate ttc cag gee ggt gtg gtg age tgg 
Ser Val Glu Ala Asp Gly Arg lie Phe Gin Ala Gly Val Val Ser Trp 
815 820 825 



2500 



gga gae ggc tgc get cag agg aac aag cca ggc gtg tac aca agg etc 
Gly Asp Gly Cys Ala Gin Arg Asn Lys Pro Gly Val Tyr Thr Arg Leu 
830 835 840 



2548 



cct etg ttt egg gae tgg ate aaa gag aac act ggg gta ta ggggccgggg 
Pro Leu Phe Arg Asp Trp lie Lys Glu Asn Thr Gly Val 
845 850 855 



ccaceeaaat 
ggctggagae 
etccaggget 
gggaggtaga 
agacacagec 
eeectgtetg 
ggetgccgga 
aggaccctgg 
cttcagtgtg 
aaaaaaaa 



gtgtacacet 
tggaeegctg 
ceaaatetgc 
aggggaggac 
tccccegeca 
taaggageag 
tetgggctgt 
aaaacagaeg 
tgtatttgtg 



geggggceae 
actgeaccag 
etagaaaace 
actggtggtt 
gccceaaget 
egggaaegga 
ggggceettg 
ggtctgagac 
taaatgggta 



ccategtcca 
egeeeccaga 
tetegcttee 
etactgacce 
gggccgaggc 
gctteggage 
ggceacgctc 
tgaaattgtt 
aaacaattta 



ccccagtgtg 
acataeaetg 
teagecteca 
aactggggge 
gcgtttgtgt 
etcctcagtg 
ttgaggaagc 
ttaccagctc 
tttcttttta 



cacgcctgca 
tgaactcaat 
aagtggaget 
aaaggtttga 
atatctgeet 
aaggtggtgg 
ecaggctegg 
ecagggtgga 
aaaaaaaaaa 



2599 



2659 
2719 
2779 
2839 
2899 
2959 
3019 
3079 
3139 
3147 



<210> 2 

<211> 855 

<212> PRT 

<213> Homo Sapien 



<400> 2 

Met Gly Ser Asp Arg Ala 

1 5 
Gly Ala Gly Leu Lys Tyr 
20 

Glu Glu Gly Val Glu Phe 
35 

Lys His Gly Pro Gly Arg 
50 

Leu Leu Leu Val Leu Leu 
65 70 
Tyr Arg Asp Val Arg Val 
85 

Thr Asn Glu Asn Phe Val 
100 

Phe Val Ser Leu Ala Ser 
115 

Ser Gly Val Pro Phe Leu 
130 

Ala Phe Ser Glu Gly Ser 
145 150 
lie Pro Gin His Leu Val 
165 

Arg Val Val Met Leu Pro 



Arg Lys Gly 
Asn 
Leu 



Trp 

55 

Gly 

Gin 

Asp 

Lys 

Gly 
135 
Val 

Glu 

Pro 



Ser Arg 

25 
Pro Val 
40 

Val Val 



lie Gly 

Lys Val 

Ala Tyr 
105 
Val Lys 
120 

Pro Tyr 
lie Ala 
Glu Ala 
Arg Ala 



Gly 

10 

His 

Asn 

Leu 

Phe 

Phe 

90 

Glu 

Asp 

His 

Tyr 

Glu 
170 
Arg 



Gly Gly 

Glu Lys 

Asn Val 

Ala Ala 

60 
Leu Val 
75 

Asn Gly 

Asn Ser 

Ala Leu 

Lys Glu 
140 
Tyr Trp 
155 

Arg Val 
Ser Leu 



Pro Lys Asp 
15 

Val Asn Gly 
30 

Lys Lys Val 
45 

Val Leu lie 

Trp His Leu 

Tyr Met Arg 
95 

Asn Ser Thr 
110 

Lys Leu Leu 
125 

Ser Ala Val 

Ser Glu Phe 

Met Ala Glu 
175 

Lys Ser Phe 



Phe 

Leu 

Glu 

Gly 

Gin 

80 

He 

Glu 

Tyr 

Thr 

Ser 
160 
Glu 

Val 
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180 



Val 


Thr 


Ser 


Val 






195 




Thr 


Gin 


Asp 


Asn 




210 






Leu 


Met 


Arq 


Phe 


225 








His 


Ala 


Arg 


Cys 


Ser 


Leu 


Thr 


Phe 








260 


Ser 


Asp 


Leu 


Val 






275 




Ala 


Leu 


Val 


Gin 




290 






±r lie 


His 


Ser 




305 








Glu 


Arg 


Arg 


His 


Met 


Ser 


Ser 


Cys 








340 


Ser 


Pro 


Tyr 


Tyr 






355 




Asn 


He 


Glu 


Val 




370 






irXic 


iyr 


J-JC U. 


LJC Li. 


385 








Tyr 


Val 


Glu 


He 


Val 


Val 


Thr 


Ser 








420 


Gin 


Ser 


Tyr 


Thr 






435 




Ser 


Ser 


Asp 


Pro 




450 






-L Xc 








465 








Ser 


Asp 


Glu 


Leu 


Lys 


Asn 


Lys 


Phe 








500 


Asp 


Cys 


Gly 


Asp 






515 




Thr 


Phe 


Arg 


Cys 




530 






Asn 


Gly 


Lys 


Asp 


545 








Lys 


Val 


Asn 


Val 


Gly 


Leu 


Cys 


Leu 








580 


Cys 


Ser 


Asp 


Gly 






595 




Phe 


Thr 


Arg 


Gin 




610 






Glu 


Trp 


Pro 


Trp 


625 








Cys 


Gly 


Ala 


Ser 


Cys 


Tyr 


He 


Asp 








660 


Thr 


Ala 


Phe 


Leu 




Val Ala Phe Pro 
200 

Ser Cys Ser Phe 
215 

Thr Thr Pro Gly 
230 

Gin Trp Ala Leu 
245 

Arg Ser Phe Asp 

Thr Val Tyr Asn 
280 

Leu Cys Gly Thr 
295 

Gin Asn Val Leu 
310 

Pro Gly Phe Glu 
325 

Gly Gly Arg Leu 

Pro Gly His Tyr 
360 

Pro Asn Asn Gin 
375 

Glu Pro Gly Val 
390 

Asn Gly Glu Lys 
405 

Asn Ser Asn Lys 

Asp Thr Gly Phe 
440 

Cys Pro Gly Gin 
455 

Leu Arg Cys Asp 
470 

Asn Cys Ser Cys 
485 

Cys Lys Pro Leu 

Asn Ser Asp Glu 
520 

Ser Asn Gly Lys 
535 

Asp Cys Gly Asp 
550 

Val Thr Cys Thr 
565 

Ser Lys Gly Asn 

Ser Asp Glu Lys 
600 

Ala Arg Val Val 
615 

Gin Val Ser Leu 
630 

Leu He Ser Pro 
645 

Asp Arg Gly Phe 
Gly Leu His Asp 



185 








Thr 


Asp 


Ser 


Lys 


Gly 


Leu 


His 


Ala 








220 


Phe 


Pro 


Asp 


Ser 






235 




Arg 


Gly Asp 


Ala 




250 






Leu 


Ala 


Ser 


Cys 


265 








Thr 


Leu 


Ser 


Pro 


Tyr 


Pro 


Pro 


Ser 








300 


Leu 


He 


Thr 


Leu 






315 




Ala 


Thr 


Phe 


Phe 




330 






Arg 


Lys 


Ala 


Gin 


O ^ -J 








Pro 


Pro 


Asn 


He 


His 


Val 


Lys 


Val 








380 


Pro 


Ala 


Gly 


Thr 






395 




Tyr 


Cys 


Gly 


Glu 




410 






He 


Thr 


Val 


Arg 


42 5 








Leu 


Ala 


Glu 


Tyr 


Phe 


Thr 


Cys 


Arg 








460 


Gly 


Trp 


Ala 


Asp 






475 




Asp 


Ala 


Gly 


His 




490 






Phe 


Trp 


Val 


Cys 


505 








Gin 


Gly 


Cys 


Ser 


Cys 


Leu 


Ser 


Lys 








540 


Gly 


Ser 


Asp 


Glu 






555 




Lys 


His 


Thr 


Tyr 




570 






Pro 


Glu 


Cys 


Asp 


585 








Asp 


Cys 


Asp 


Cys 


Gly 


Gly 


Thr 


Asp 








620 


His 


Ala 


Leu 


Gly 






635 




Asn 


Trp 


Leu 


Val 




650 






Arg 


Tyr 


Ser 


Asp 


665 








Gin 


Ser 


Gin 


Arg 
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190 

Thr Val Gin Arg 
205 

Arg Gly Val Glu 

Pro Tyr Pro Ala 
240 

Asp Ser Val Leu 
255 

Asp Glu Arg Gly 
270 

Met Glu Pro His 
285 

Tyr Asn Leu Thr 

He Thr Asn Thr 
320 

Gin Leu Pro Arg 
335 

Gly Thr Phe Asn 
350 

Asp Cys Thr Trp 
365 

Ser Phe Lys Phe 

Cys Pro Lys Asp 
400 

Arg Ser Gin Phe 
415 

Phe His Ser Asp 
430 

Leu Ser Tyr Asp 
445 

Thr Gly Arg Cys 

Cys Thr Asp His 
480 

Gin Phe Thr Cys 
495 

Asp Ser Val Asn 
510 

Cys Pro Ala Gin 
525 

Ser Gin Gin Cys 

Ala Ser Cys Pro 
560 

Arg Cys Leu Asn 
575 

Gly Lys Glu Asp 
590 

Gly Leu Arg Ser 
605 

Ala Asp Glu Gly 

Gin Gly His He 
640 

Ser Ala Ala His 
655 

Pro Thr Gin Trp 
670 

Ser Ala Pro Gly 
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675 










680 


Val 


Gin 


Glu 


Arg 


Arg 


Leu 


Lys 


Arg 




690 










695 




Asp 


Phe 


Thr 


Phe 


Asp 


Tyr 


Asp 


He 


705 










710 






Ala 


Glu 


Tyr 


Ser 


Ser 


Met 


Val 


Arg 










725 








His 


Val 


Phe 


Pro 


Ala 


Gly 


Lys 


Ala 








740 










Thr 


Gin 


Tyr 


Gly 


Gly 


Thr 


Gly Ala 






755 










760 


Arg 


Val 


He 


Asn 


Gin 


Thr 


Thr 


Cys 




770 










775 




Thr 


Pro 


Arg 


Met 


Met 


Cys 


Val 


Gly 


785 










790 






Cys 


Gin 


Gly Asp 


Ser 


Gly 


Gly 


Pro 










805 








Arg 


He 


Phe 


Gin 


Ala 


Gly 


Val 


Val 








820 










Arg 


Asn 


Lys 


Pro 


Gly Val 


Tyr 


Thr 






835 










840 


He 


Lys 


Glu 


Asn 


Thr 


Gly 


Val 






850 










855 





685 



He 


He 


Ser 


His 


Pro 


Phe 


Phe 


Asn 








700 










Ala 


Leu 


Leu 


Glu 


Leu 


Glu 


Lys 


Pro 






715 










720 


Pro 


He 


Cys 


Leu 


Pro 


Asp 


Ala 


Ser 




730 










735 




He 


Trp 


Val 


Thr 


Gly 


Trp 


Gly 


His 


745 










750 






Leu 


He 


Leu 


Gin 


Lys 


Gly 


Glu 


He 










765 








Glu 


Asn 


Leu 


Leu 


Pro 


Gin 


Gin 


He 








780 










Phe 


Leu 


Ser 


Gly 


Gly 


Val 


Asp 


Ser 






795 










800 


Leu 


Ser 


Ser 


Val 


Glu 


Ala 


Asp 


Gly 




810 










815 




Ser 


Trp 


Gly 


Asp 


Gly 


Cys 


Ala 


Gin 


825 










830 






Arg 


Leu 


Pro 


Leu 


Phe 


Arg 


Asp 


Trp 










845 









<210> 3 

<211> 2137 

<212> DNA 

<213> Homo Sapien 



<220> 
<221> CDS 

<222> (261) . . . (1574) 

<223> DNA sequence encoding a transmembrane serine 
protease (MTSP3) protein 



<400> 3 

ccatcctaat acgactcact atagggctcg agcggccgcc cgggcaggtc agagagaggc 60 
agcagcttgc tcagcggaca aggatgctgg gcgtgaggga ccaaggcctg ccctgcactc 12 0 
gggcctcctc cagccagtgc tgaccaggga cttctgacct gctggccagc caggacctgt 180 
gtggggaggc cctcctgctg ccttggggtg acaatctcag ctccaggcta cagggagacc 240 
gggaggatca cagagccagc atg tta cag gat cat gac agt gat caa cot ctg 293 

Met Leu Gin Asp Pro Asp Ser Asp Gin Pro Leu 
15 10 

aac age etc gat gte aaa eee ctg cge aaa ecc cgt ate eec atg gag 341 
Asn Ser Leu Asp Val Lys Pro Leu Arg Lys Pro Arg He Pro Met Glu 
15 20 25 

aee tte aga aag gtg ggg ate ccc ate ate ata gca eta ctg age ctg 3 89 

Thr Phe Arg Lys Val Gly He Pro He He He Ala Leu Leu Ser Leu 
30 35 40 

gcg agt ate ate att gtg gtt gtc etc ate aag gtg att ctg gat aaa 437 
Ala Ser He He He Val Val Val Leu He Lys Val He Leu Asp Lys 
45 50 55 

tac tae tte etc tge ggg cag cet etc cac tte ate ecg agg aag cag 485 
Tyr Tyr Phe Leu Cys Gly Gin Pro Leu His Phe He Pro Arg Lys Gin 
60 65 70 75 

ctg tgt gac gga gag ctg gac tgt ccc ttg ggg gag gac gag gag cac 533 
Leu Cys Asp Gly Glu Leu Asp Cys Pro Leu Gly Glu Asp Glu Glu His 
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80 85 90 

tgt gtc aag age ttc ccc gaa ggg cct gca gtg gca gtc cgc etc tec 581 
Cys Val Lys Ser Phe Pro Glu Gly Pro Ala Val Ala Val Arg Leu Ser 
95 100 105 



aag gac cga tec aea ctg cag gtg ctg gac teg gee aea ggg aac tgg 
Lys Asp Arg Ser Thr Leu Gin Val Leu Asp Ser Ala Thr Gly Asn Trp 
110 115 120 



140 



145 150 155 



Ctg gtc tec ctg cac tgt ett gee tgt ggg aag age ctg aag ace cce 
Leu Val Ser Leu His Cys Leu Ala Cys Gly Lys Ser Leu Lys Thr Pro 
190 195 200 



ttc cca tec ctg get gtg gee aag ate ate ate att gaa ttc aac ccc 
Phe Pro Ser Leu Ala Val Ala Lys He He He He Glu Phe Asn Pro 
270 275 280 



285 290 295 



etc act ttc tea gge aca gtc agg etc ate tgt etg ccc ttc ttt gat 
Leu Thr Phe Ser Gly Thr Val Arg Leu He Cys Leu Pro Phe Phe Asp 
300 305 310 315 



629 



ttc tct gee tgt ttc gac aac ttc aea gaa get etc get gag aea gee 677 
Phe Ser Ala Cys Phe Asp Asn Phe Thr Glu Ala Leu Ala Glu Thr Ala 
125 130 135 

tgt agg cag atg gge tac age age aaa ccc ace ttc aga get gtg gag 72 5 

Cys Arg Gin Met Gly Tyr Ser Ser Lys Pro Thr Phe Arg Ala Val Glu 



att gge eea gac eag gat etg gat gtt gtt gaa ate aea gaa aac age 773 
He Gly Pro Asp Gin Asp Leu Asp Val Val Glu He Thr Glu Asn Ser 
160 165 170 

eag gag ett egc atg egg aac tea agt ggg cce tgt etc tea gge tec 821 
Gin Glu Leu Arg Met Arg Asn Ser Ser Gly Pro Cys Leu Ser Gly Ser 
175 180 185 



869 



cgt gtg gtg ggt ggg gag gag gee tct gtg gat tct tgg cct tgg eag 917 

Arg Val Val Gly Gly Glu Glu Ala Ser Val Asp Ser Trp Pro Trp Gin 
205 210 215 

gtc age ate cag tac gac ata cag cac gtc tgt gga ggg age ate ctg 9 65 

Val Ser He Gin Tyr Asp He Gin His Val Cys Gly Gly Ser He Leu 

220 225 230 235 

gac ccc cac tgg gtc etc aeg gca gee cac tgc ttc agg aaa cat ace 1013 

Asp Pro His Trp Val Leu Thr Ala Ala His Cys Phe Arg Lys His Thr 
240 245 250 

gat gtg ttc aac tgg aag gtg egg gca gge tea gac aaa ctg gge age 10 61 

Asp Val Phe Asn Trp Lys Val Arg Ala Gly Ser Asp Lys Leu Gly Ser 
255 260 265 



1109 



atg tac ccc aaa gac aat gae ate gee etc atg aag ctg cag ttc cca 1157 
Met Tyr Pro Lys Asp Asn Asp He Ala Leu Met Lys Leu Gin Phe Pro 



1205 



gag gag etc act cca gee ace cea etc tgg ate att gga tgg gge ttt 1253 
Glu Glu Leu Thr Pro Ala Thr Pro Leu Trp He He Gly Trp Gly Phe 
320 325 330 
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acg aag cag aat gga ggg aag atg tct gac ata ctg ctg cag gcg tea 
Thr Lys Gin Asn Gly Gly Lys Met Ser Asp lie Leu Leu Gin Ala Ser 
335 340 345 



1301 



gtc cag gtc att gac age aca egg tge aat gca gac gat gcg tac cag 

Val Gin Val lie Asp Ser Thr Arg Cys Asn Ala Asp Asp Ala Tyr Gin 
350 355 360 

ggg gaa gtc acc gag aag atg atg tgt gca ggc ate ccg gaa ggg ggt 

Gly Glu Val Thr Glu Lys Met Met Cys Ala Gly lie Pro Glu Gly Gly 
365 370 375 

gtg gac acc tgc cag ggt gac agt ggt ggg ccc ctg atg tac caa tct 

Val Asp Thr Cys Gin Gly Asp Ser Gly Gly Pro Leu Met Tyr Gin Ser 

380 385 390 395 

gac cag tgg cat gtg gtg ggc ate gtt age tgg ggc tat ggc tge ggg 
Asp Gin Trp His Val Val Gly lie Val Ser Trp Gly Tyr Gly Cys Gly 

400 405 410 



1349 



1397 



1445 



1493 



gge ccg age acc eea gga gta tac acc aag gtc tea gee tat etc aac 
Gly Pro Ser Thr Pro Gly Val Tyr Thr Lys Val Ser Ala Tyr Leu Asn 
415 420 425 



1541 



tgg ate tac aat gtc tgg aag get gag ctg taa tgctgetgce ectttgcagt 
Trp lie Tyr Asn Val Trp Lys Ala Glu Leu * 
430 435 



gctgggagec 
geaagagtee 
agggceteaa 
cectagcteg 
aaggteteag 
ggetgtettg 
cagccctgtc 
aaaatgcaet 
agctatggcc 
aaa 



gcttccttec 
ecttgggtae 
ttectgtaag 
geeacacttg 
gggtattget 
taaaagccea 
cgtcttcacc 
gceetactgt 
actattatta 



tgccetgeec 
aeeectetge 
agaeeetcgc 
gtgcteecag 
aagceaagaa 
gateactgtg 
eatceecaag 
tggtatgact 
aagagctgtg 



acetggggat 
ceaeageetc 
agceeagagg 
eatcccaggg 
ggaaetttce 
ggctggagag 
ectactagag 
acegttaect 
taacaaaaaa 



ecceeaaagt 
agcatttett 
cgeccagagg 
agagacaeag 
eaeaetactg 
gagaaggaaa 
caagaaaeca 
actgttgtea 
aaaaaaaaaa 



cagacaeaga 
ggagcagcaa 
aagtcagcag 
cceactgaac 
aatggaagea 
gggtetgege 
gttgtaatat 
ttgttattac 
aaaaaaaaaa 



1594 



1654 
1714 
1774 
1834 
1894 
1954 
2014 
2074 
2134 
2137 



<210> 4 

<211> 437 

<212> PRT 

<213> Homo Sapien 



<400> 4 

Met Leu Gin Asp Pro Asp Ser Asp Gin Pro Leu Asn Ser Leu Asp Val 

15 10 15 

Lys Pro Leu Arg Lys Pro Arg lie Pro Met Glu Thr Phe Arg Lys Val 

20 25 30 

Gly lie Pro lie lie lie Ala Leu Leu Ser Leu Ala Ser lie lie lie 

35 40 45 

Val Val Val Leu He Lys Val He Leu Asp Lys Tyr Tyr Phe Leu Cys 

50 55 60 

Gly Gin Pro Leu His Phe He Pro Arg Lys Gin Leu Cys Asp Gly Glu 
65 70 75 80 

Leu Asp Cys Pro Leu Gly Glu Asp Glu Glu His Cys Val Lys Ser Phe 

85 90 95 

Pro Glu Gly Pro Ala Val Ala Val Arg Leu Ser Lys Asp Arg Ser Thr 

100 105 110 

Leu Gin Val Leu Asp Ser Ala Thr Gly Asn Trp Phe Ser Ala Cys Phe 

115 120 125 

Asp Asn Phe Thr Glu Ala Leu Ala Glu Thr Ala Cys Arg Gin Met Gly 



-9 of 66- 



24745-1607 





130 










135 










1 A n 








r*l -n 
Ljxn 


Tyr 


Ser 


Ser 


Lys 


Pro 


Thr 


Phe 


Arg 


Ala 


Val 


Glu 


He 


Gly 


Pro 


Asp 


145 








150 










Ibb 










X o 


Asp 


Leu 


Asp 


Val 


Val 


Glu 


He 


Thr 


Glu 


Asn 


Ser 


Gin 


Glu 


Leu 


Arg 


Met 






165 




















175 




Arg 


Asn 


Ser 


Ser 


Gly 


Pro 


Cys 


Leu 


Ser 


Gly 


Ser 


Leu 


V ax 


s er 


Leu 


XIX o 






180 










185 










X U 




Gly 


Cys 


Leu 


Ala 


Cys 


Gly 


Lys 


Ser 


Leu 


Lys 


Thr 


Pro 


Arg 


Val 


TT— 1 "1 

vax 


Cjxy 




195 








200 










205 




vjxn 




Glu 


Glu 


Ala 


Ser 


Val 


Asp 


Ser 


Trp 


Pro 


Trp 


Gin 


Val 


Ser 


X xe 


Tyr 




210 










215 










o o n 
Z Z U 




His 




vax 


Asp 


lie 


Gin 


His 


Val 


Cys 


Gly Gly 


Ser 


He 


Leu 


Asp 


Pro 


Trp 


225 










230 










^ 3 b 










24 0 


Leu 


Thr 


Ala 


Ala 


His 


Cys 


Phe 


Arg 


Lys 


His 


Thr 


Asp 


Val 


Phe 


Asn 


Trp 










245 








o ET n 
2 b U 










7 R5 

Jll ^ ^ 


Ala 


Lys 


Val 


Arg 


Ala 


Gly 


Ser 


Asp 


Lys 


Leu 


Gly 


Ser 


Phe 


Pro 


Ser 


Leu 




260 










265 
















Val 


Ala 


Lys 


He 


He 


He 


He 


Glu 


Phe 


Asn 


Pro 


Met 


Tyr 


Pro 


Lys 


Asp 






275 










280 










O Q C 

/Ob 






Gly 


Asn 


Asp 
290 


He 


Ala 


Leu 


Met 


Lys 
295 


Leu 


Gin 


Phe 


Pro 


Leu 
300 


Thr 


Phe 


Ser 


Thr 


Val 


Arg 


Leu 


He 


Cys 


Leu 


Pro 


Phe 


Phe 


Asp 


Glu 


Glu 


Leu 


Thr 


Pro 


305 








310 










315 










o n 
J / u 


Ala 


Thr 


Pro 


Leu 


Trp 


He 


He 


Gly Trp 


Gly 


Phe 


Thr 


Lys 


Gin 


Asn 


Gly 










325 










"330 










o c 




Gly 


Lys 


Met 


Ser 


Asp 


He 


Leu 


Leu 


Gin 


Ala 


Ser 


Val 


Gin 


val 


X xe 


Asp 




34 0 










345 










350 




Glu 


Ser 


Thr 


Arg 


Cys 


Asn 


Ala 


Asp 


Asp 


Ala 


Tyr 


Gin Gly 


Glu 


Val 


Thr 






355 








360 










365 






Gin 


Lys 


Met 


Met 


Cys 


Ala 


Gly 


He 


Pro 


Glu 


Gly Gly Val 


Asp 


Thr 


Cys 


370 








375 










380 






His 


Val 
400 


Gly Asp 

385 


Ser 


Gly 


Gly 


Pro 
390 


Leu 


Met 


Tyr 


Gin 


Ser 
395 


Asp 


Gin 


Trp 


Val 


Gly 


He 


Val 


Ser 


Trp 


Gly 


Tyr 


Gly 


Cys 


Gly 


Gly 


Pro 


Ser 


Thr 


Pro 








405 










410 










415 


Val 


Gly 


Val 


Tyr 


Thr 


Lys 


Val 


Ser 


Ala 


Tyr 


Leu 


Asn 


Trp 


He 


Tyr 


Asn 




420 










425 










430 






Trp 


Lys 


Ala 


Glu 


Leu 

























435 

<210> 5 

<211> 708 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> CDS 

<222> (1) . - . (708) 

<22 3> MTSP4 protease domain cDNA 



att gtt ggt gga get gtg tec tec gag ggt gag tgg cca tgg eag gcc 
He Val Gly Gly Ala Val Ser Ser Glu Gly Glu Trp Pro Trp Gin Ala 
15 10 15 

age etc cag gtt egg ggt ega cae ate tgt ggg ggg gee etc ate get 
Ser Leu Gin Val Arg Gly Arg His He Cys Gly Gly Ala Leu He Ala 
20 25 30 

gac cge tgg gtg ata aca get gcc cae tgc tte eag gag gac age atg 
Asp Arg Trp Val He Thr Ala Ala His Cys Phe Gin Glu Asp Ser Met 



35 40 45 
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48 



96 



144 
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gcc tec acg gtg ctg tgg acc gtg ttc ctg ggc aag gtg tgg cag aac 192 
Ala Ser Thr Val Leu Trp Thr Val Phe Leu Gly Lys Val Trp Gin Asn 
50 55 60 

teg cgc tgg cct gga gag gtg tec ttc aag gtg age cgc ctg etc ctg 
Ser Arq Trp Pro Gly Glu Val Ser Phe Lys Val Ser Arg Leu Leu Leu 
65 70 75 80 

cae ceg tac eac gaa gag gac age eat gac tae gae gtg geg ctg ctg 
His Pro Tyr His Glu Glu Asp Ser His Asp Tyr Asp Val Ala Leu Leu 
85 90 95 

cag etc gae eac ceg gtg gtg cge teg gcc gee gtg cgc cec gtc tgc 
Gin Leu Asp His Pro Val Val Arg Ser Ala Ala Val Arg Pro Val Cys 
100 105 110 

ctg ecc geg cge tec eac ttc ttc gag ecc ggc ctg cae tge tgg att 
Leu Pro Ala Arg Ser His Phe Phe Glu Pro Gly Leu His Cys Trp He 
115 120 125 

acg ggc tgg ggc gcc ttg cgc gag ggc ggc cec ate age aac get ctg 
Thr Gly Trp Gly Ala Leu Arg Glu Gly Gly Pro He Ser Asn Ala Leu 
130 135 140 

cag aaa gtg gat gtg cag ttg ate cca cag gac ctg tge age gag gtc 
Gin Lys Val Asp Val Gin Leu He Pro Gin Asp Leu Cys Ser Glu Val 
145 150 155 160 

tat cgc tae cag gtg acg cca cgc atg ctg tgt gcc ggc tac cgc aag 
Tvr Arq Tyr Gin Val Thr Pro Arg Met Leu Cys Ala Gly Tyr Arg Lys 
165 170 175 

ggc aag aag gat gcc tgt cag ggt gac tea ggt ggt ceg ctg gtg tgc 576 
Gly Lys Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys 
180 185 190 

aag gca etc agt ggc cgc tgg ttc ctg geg ggg ctg gtc age tgg ggc 624 
Lys Ala Leu Ser Gly Arg Trp Phe Leu Ala Gly Leu Val Ser Trp Gly 
195 200 205 



ctg ggc tgt ggc egg cct aac tac ttc ggc gtc tae aec cgc ate aca 
Leu Gly Cys Gly Arg Pro Asn Tyr Phe Gly Val Tyr Thr Arg He Thr 
210 215 220 

ggt gtg ate age tgg ate cag caa gtg gtg ace tga 
Gly Val He Ser Trp He Gin Gin Val Val Thr * 
225 230 235 

<210> 6 

<211> 235 

<212> PRT 

<213> Homo Sapien 

<400> 6 

He Val Gly Gly Ala Val Ser Ser Glu Gly Glu Trp Pro Trp Gin Ala 

15 10 15 

Ser Leu Gin Val Arg Gly Arg His He Cys Gly Gly Ala Leu He Ala 

20 25 30 

Asp Arg Trp Val He Thr Ala Ala His Cys Phe Gin Glu Asp Ser Met 
35 40 45 



240 



288 



336 



384 



432 



480 



528 



672 



708 
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Ala 


Ser 


Thr 


Val 


Leu 


Trp 


Thr 


val 


File 


Leu 






Val 




Gin 


Asn 




50 








IT C 










60 










Ser 


Arg 


Trp 


Pro 


Gly 


Glu 


Val 


Ser 


File 


Lys 


V a J- 




Ar^ 


Leu 


Leu 


Leu 


65 






/ U 










75 










80 


His 


Pro 


Tyr 


His 


Glu 


Glu 


Asp 


Ser 


His 


Asp 


Tyr 


Asp 


V ai- 




j_jeu 


Leu 








85 










QO 










95 




Gin 


Leu 


Asp 


His 


Pro 


Val 


Val 


Arg 


Ser 


Ala 


Ala 


v3i± 


Arg 




V Ct -1- 


Cys 






100 










J-KJ D 










110 




He 


Leu 


Pro 


Ala 


Arg 


Ser 


His 


Phe 


Phe 


Glu 


Pro 


Gly 


LjCU 


xxlS 




irp 






115 


















125 




Ala 




Thr 


Gly 


Trp 


Gly Ala 


Leu 


Arg 


Glu 


Gly 


Gly 


Pro 


X xe 


0 J- 




Leu 




130 








l^b 










140 






CjlU 


V ax 


Gin 


Lys 


Val 


Asp 


Val 


Gin 


Leu 


He 


Pro 


Gin 


Asp 


Leu 


Cys 


Ser 


145 






150 










155 










160 


Tyr 


Arg 


Tyr 


Gin 


Val 


Thr 


Pro 


Arg 


Met 


Leu 


Cys 


Ala 


Gly 


Tyr 


Arg 


Lys 




165 










170 










175 




Gly 


Lys 


Lys 


Asp 


Ala 


Cys 


Gin 


Gly 


Asp 


Ser 


Gly 


Gly 


Pro 


Leu 


Val 


Cys 


180 










185 










190 




Gly 


Lys 


Ala 


Leu 


Ser 


Gly 


Arg 


Trp 


Phe 


Leu 


Ala 


Gly 


Leu 


Val 


Ser 


Trp 




195 










200 










205 






Thr 


Leu 


Gly 


Cys 


Gly 


Arg 


Pro 


Asn 


Tyr 


Phe 


Gly Val 


Tyr 


Thr 


Arg 


He 




210 










215 










220 










Gly 


Val 


He 


Ser 


Trp 


He 


Gin 


Gin 


Val 


Val 


Thr 












99c; 










230 










235 













<210> 7 

<211> 3104 

<212> DNA 

<213> Homo Sapien 

<220> 
<221> CDS 

<222> (33) . . . (2441) 

<223> cDNA encoding :MTSP4-L (long form) splice variant 
<400> 7 

tcatcggcca gagggtgatc agtgagcaga ag atg ccc gtg gcc gag gcc ccc 

1 5 

cag gtg get ggc ggg cag ggg gac gga ggt gat ggc gag gaa gcg gag 
Gin Val Ala Gly Gly Gin Gly Asp Gly Gly Asp Gly Glu Glu Ala Glu 
10 15 20 

ccg gag ggg atg ttc aag gcc tgt gag gac tec aag aga aaa gcc egg 
Pro Glu Gly Met Phe Lys Ala Cys Glu Asp Ser Lys Arg Lys Ala Arg 
25 30 35 

ggc tac etc cgc ctg gtg ccc ctg ttt gtg ctg ctg gcc ctg etc gtg 
Gly Tyr Leu Arg Leu Val Pro Leu Phe Val Leu Leu Ala Leu Leu Val 
40 45 50 55 

Ctg get teg gcg ggg gtg eta etc tgg tat ttc eta ggg tac aag gcg 
Leu Ala Ser Ala Gly Val Leu Leu Trp Tyr Phe Leu Gly Tyr Lys Ala 
60 S5 70 

gag gtg atg gtc age cag gtg tac tea ggc agt ctg egt gta etc aat 
Glu Val Met Val Ser Gin Val Tyr Ser Gly Ser Leu Arg Val Leu Asn 
75 80 85 

cgc cac ttc tec cag gat ctt ace cgc egg gaa tet agt gcc ttc cgc 
Arg His Phe Ser Gin Asp Leu Thr Arg Arg Glu Ser Ser Ala Phe Arg 



53 



101 



149 



197 



245 



293 



341 
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90 95 100 

agt gaa acc gcc aaa gcc cag aag atg etc aag gag etc ate acc age 3 89 

Ser Glu Thr Ala Lys Ala Gin Lys Met Leu Lys Glu Leu lie Thr Ser 
105 110 115 

acc cgc etg gga act tac tac aac tec age tee gtc tat tee ttt ggg 437 
Thr Arg Leu Gly Thr Tyr Tyr Asn Ser Ser Ser Val Tyr Ser Phe Gly 
120 125 130 135 

gag gga ccc etc acc tgc ttc ttc tgg ttc att etc caa ate ccc gag 485 
Glu Gly Pro Leu Thr Cys Phe Phe Trp Phe lie Leu Gin lie Pro Glu 
140 145 150 

cac cgc egg ctg atg ctg age ccc gag gtg gtg cag gca etg etg gtg 533 
His Arg Arg Leu Met Leu Ser Pro Glu Val Val Gin Ala Leu Leu Val 
155 160 165 

gag gag ctg ctg tec aca gtc aac age teg get gcc gtc ccc tac agg 581 
Glu Glu Leu Leu Ser Thr Val Asn Ser Ser Ala Ala Val Pro Tyr Arg 
170 175 180 

gcc gag tac gaa gtg gac ccc gag ggc eta gtg ate ctg gaa gcc agt 629 
Ala Glu Tyr Glu Val Asp Pro Glu Gly Leu Val lie Leu Glu Ala Ser 
185 190 195 

gtg aaa gac ata get gca ttg aat tec acg ctg ggt tgt tac cgc tac 677 
Val Lys Asp lie Ala Ala Leu Asn Ser Thr Leu Gly Cys Tyr Arg Tyr 
200 205 210 215 

age tae gtg ggc cag ggc cag gtc etc egg ctg aag ggg cet gac cac 725 
Ser Tyr Val Gly Gin Gly Gin Val Leu Arg Leu Lys Gly Pro Asp His 
220 225 230 

ctg gee tec age tgc etg tgg cac etg cag ggc ece aag gac etc atg 773 
Leu Ala Ser Ser Cys Leu Trp His Leu Gin Gly Pro Lys Asp Leu Met 
235 240 245 

etc aaa etc egg ctg gag tgg acg ctg gca gag tgc egg gac ega ctg 821 
Leu Lys Leu Arg Leu Glu Trp Thr Leu Ala Glu Cys Arg Asp Arg Leu 
250 255 260 

gcc atg tat gac gtg gcc ggg ccc ctg gag aag agg etc ate acc teg 869 
Ala Met Tyr Asp Val Ala Gly Pro Leu Glu Lys Arg Leu lie Thr Ser 
265 270 275 

gtg tae ggc tgc age cgc cag gag ece gtg gtg gag gtt etg geg teg 917 
Val Tyr Gly Cys Ser Arg Gin Glu Pro Val Val Glu Val Leu Ala Ser 
280 285 290 295 

ggg gee ate atg gcg gtc gtc tgg aag aag ggc ctg cac age tac tac 965 
Gly Ala lie Met Ala Val Val Trp Lys Lys Gly Leu His Ser Tyr Tyr 
300 305 310 

gac ccc ttc gtg etc tec gtg cag ceg gtg gtc ttc cag gcc tgt gaa 1013 
Asp Pro Phe Val Leu Ser Val Gin Pro Val Val Phe Gin Ala Cys Glu 
315 320 325 

gtg aac ctg aeg etg gac aac agg etc gac tec cag ggc gtc etc age 1061 
Val Asn Leu Thr Leu Asp Asn Arg Leu Asp Ser Gin Gly Val Leu Ser 
330 335 340 
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acc ccg tac ttc ccc age tac tac teg ccc caa acc cac tgc tec tgg 1109 
Thr Pro Tyr Phe Pro Ser Tyr Tyr Ser Pro Gin Thr His Cys Ser Trp 
345 350 355 

cac etc acg gtg ccc tct ctg gac tac ggc ttg gcc etc tgg ttt gat 1157 
His Leu Thr Val Pro Ser Leu Asp Tyr Gly Leu Ala Leu Trp Phe Asp 
360 365 370 375 

gcc tat gca ctg agg agg cag aag tat gat ttg ccg tgc acc cag ggc 12 05 

Ala Tyr Ala Leu Arg Arg Gin Lys Tyr Asp Leu Pro Cys Thr Gin Gly 
380 385 390 

cag tgg acg ate cag aac agg agg ctg tgt ggc ttg egc ate ctg cag 1253 
Gin Trp Thr lie Gin Asn Arg Arg Leu Cys Gly Leu Arg lie Leu Gin 
395 400 405 

ccc tac gcc gag agg ate ccc gtg gtg gcc acg gcc ggg ate acc ate 1301 
Pro Tyr Ala Glu Arg lie Pro Val Val Ala Thr Ala Gly lie Thr lie 
410 415 420 

aac ttc acc tec cag ate tec etc acc ggg ccc ggt gtg egg gtg cac 1349 
Asn Phe Thr Ser Gin lie Ser Leu Thr Gly Pro Gly Val Arg Val His 
425 430 435 

tat ggc ttg tac aac cag teg gac ccc tgc cct gga gag ttc etc tgt 1397 
Tyr Gly Leu Tyr Asn Gin Ser Asp Pro Cys Pro Gly Glu Phe Leu Cys 
440 445 450 455 

tct gtg aat gga etc tgt gtc cct gcc tgt gat ggg gtc aag gac tgc 1445 
Ser Val Asn Gly Leu Cys Val Pro Ala Cys Asp Gly Val Lys Asp Cys 
460 465 470 

ccc aac ggc ctg gat gag aga aac tgc gtt tgc aga gcc aca ttc cag 1493 
Pro Asn Gly Leu Asp Glu Arg Asn Cys Val Cys Arg Ala Thr Phe Gin 
475 480 485 

tgc aaa gag gac age aca tgc ate tea ctg ccc aag gtc tgt gat ggg 1541 
Cys Lys Glu Asp Ser Thr Cys He Ser Leu Pro Lys Val Cys Asp Gly 
490 495 500 

cag cct gat tgt etc aae ggc age gae gaa gag cag tgc cag gaa ggg 1589 
Gin Pro Asp Cys Leu Asn Gly Ser Asp Glu Glu Gin Cys Gin Glu Gly 
505 510 515 

gtg cca tgt ggg aca ttc acc ttc cag tgt gag gae egg age tgc gtg 1637 
Val Pro Cys Gly Thr Phe Thr Phe Gin Cys Glu Asp Arg Ser Cys Val 
520 525 530 535 

aag aag ccc aac ccg cag tgt gat ggg egg ccc gac tgc agg gac ggc 1685 
Lys Lys Pro Asn Pro Gin Cys Asp Gly Arg Pro Asp Cys Arg Asp Gly 
540 545 550 

teg gat gag gag cac tgt gaa tgt ggc etc cag ggc ccc tec age cgc 1733 
Ser Asp Glu Glu His Cys Glu Cys Gly Leu Gin Gly Pro Ser Ser Arg 
555 560 565 

att gtt ggt gga get gtg tec tec gag ggt gag tgg cca tgg cag gcc 1781 
He Val Gly Gly Ala Val Ser Ser Glu Gly Glu Trp Pro Trp Gin Ala 
570 575 580 

age etc cag gtt egg ggt cga cac ate tgt ggg ggg gcc etc ate get 1829 
Ser Leu Gin Val Arg Gly Arg His lie Cys Gly Gly Ala Leu He Ala 
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585 



590 



595 



gac cgc tgg gtg ata aca get gcc cac tgc ttc cag gag gac age atg 
Asp Arg Trp Val lie Thr Ala Ala His Cys Phe Gin Glu Asp Ser Met 
600 605 610 615 



1877 



gcc tec acg gtg ctg tgg acc gtg ttc ctg ggc aag gtg tgg cag aac 
Ala Ser Thr Val Leu Trp Thr Val Phe Leu Gly Lys Val Trp Gin Asn 
620 625 630 



1925 



teg cgc tgg cct gga gag gtg tec ttc aag gtg age cgc ctg etc ctg 
Ser Arg Trp Pro Gly Glu Val Ser Phe Lys Val Ser Arg Leu Leu Leu 
635 640 645 



1973 



cac ccg tac cac gaa gag gac age cat gac tae gac gtg gcg ctg ctg 
His Pro Tyr His Glu Glu Asp Ser His Asp Tyr Asp Val Ala Leu Leu 
650 655 660 



2021 



cag etc gac cac ccg gtg gtg cgc teg gcc gcc gtg cgc ccc gtc tgc 
Gin Leu Asp His Pro Val Val Arg Ser Ala Ala Val Arg Pro Val Cys 
665 670 675 



2069 



ctg ccc gcg cgc tee cac ttc ttc gag ccc ggc ctg cac tgc tgg att 
Leu Pro Ala Arg Ser His Phe Phe Glu Pro Gly Leu His Cys Trp lie 
680 685 690 695 



2117 



acg ggc tgg ggc gee ttg cgc gag ggc ggc ccc ate age aac get ctg 
Thr Gly Trp Gly Ala Leu Arg Glu Gly Gly Pro lie Ser Asn Ala Leu 
700 705 710 



2165 



cag aaa gtg gat gtg cag ttg ate cea cag gac ctg tgc age gag gtc 
Gin Lys Val Asp Val Gin Leu lie Pro Gin Asp Leu Cys Ser Glu Val 
715 720 725 



2213 



tat cgc tae cag gtg acg cca cgc atg ctg tgt gcc ggc tac cgc aag 
Tyr Arg Tyr Gin Val Thr Pro Arg Met Leu Cys Ala Gly Tyr Arg Lys 
730 735 740 



2261 



ggc aag aag gat gee tgt cag ggt gac tea ggt ggt ccg ctg gtg tgc 
Gly Lys Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys 
745 750 755 



2309 



aag gca etc agt ggc cgc tgg ttc ctg gcg ggg ctg gtc age tgg ggc 
Lys Ala Leu Ser Gly Arg Trp Phe Leu Ala Gly Leu Val Ser Trp Gly 
750 765 770 775 



2357 



ctg ggc tgt ggc egg cct aac tac ttc ggc gtc tac acc cgc ate aca 
Leu Gly Cys Gly Arg Pro Asn Tyr Phe Gly Val Tyr Thr Arg lie Thr 
780 785 790 



2405 



ggt gtg ate age tgg ate cag caa gtg gtg acc tga ggaactgcee 
Gly Val lie Ser Trp lie Gin Gin Val Val Thr * 
795 800 



2451 



ccctgcaaag 
ggacaagtat 
tcttgtttcg 
ggggtcaaga 
ctctcctccg 
atgctggttc 
tgggeagcct 
atctgggaat 



cagggeecac 
tctggcgggg 
tccctgatgt 
cgtccettga 
tccccttect 
tacatcecga 
tgcctccaga 
ggaaggtget 



cteetggact 
ggtgggggag 
ctgtccagta 
ggacccaggc 
ecactgctge 
ggagtgtctg 
gagcagatte 
cecateggag 



cagagagcce 
agagcaggce 
tggcaggagg 
ccacacccag 
ctaatgcaag 
aggtgegece 
cagcttcgga 
gggaccetea 



agggcaactg 
etgtggtggc 
atgagaagtg 
cccttttgcc 
geagtggctc 
eaetetgtac 
agccectggt 
gagccctgga 



ecaagcaggg 
aggaggggea 
ccagcagttg 
tcccaattct 
ageagcaaga 
agaggctgtt 
ctaacttggg 
gaetgccagg 



2511 
2571 
2631 
2691 
2751 
2811 
2871 
2931 
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tgggcctgct gccactgtaa gccaaaaggt ggggaagtcc tgactccagg gtccttgccc 2991 
cacccctgcc tgccacctgg gccctcacag cccagaccct cactgggagg tgagctcagc 3 051 
tgccctttgg aataaagctg cctgatgcaa aaaaaaaaaa aaaaaaaaaa aaa 3104 

<210> 8 

<211> 802 

<212> PRT 

<213> Homo Sapien 



<400> 8 



Met 


Pro 


vax 


Axa 


tjXU 


/\xa 


Pro 




■^7=> 1 

vax 


AX a 


t^xy 


\jxy 


vjxn 


Vjixy 




^xy 


1 








5 










10 










lb 




Gly Asp 


(jiy 


"I Ti 
(j±U 




AX a 


laXU 


Pro 


oXU 


oxy 


ineu 


irlie 


Lys 


AX a 


v^ys 


^xu 








20 










25 










3 U 






Asp 


Ser 


Lys 


Arg 


Lys 


AX a 


Arg 


LrXy 


Tyr 


Leu 


Arg 


Leu 


vax 


Pro 


Leu 


"Din 

±rne 






35 










40 










45 








Val 


Leu 


Leu 


Ala 


Leu 


Leu 


vax 


Leu 


AX a 


Ser 


Axa 


LrXy 


vax 


Leu 


Leu 


Trp 




50 










55 










60 










Tyr 


Phe 


Leu 


Gly 


Tyr 


Lys 


AX a 


CjXU 


vax 


Met 


T7-1 1 

vax 


Ser 


CjXn 


vax 


Tyr 


Ser 


65 










70 










75 










80 


Gly 


Ser 


Leu 


Arg 


Val 


Leu 


Asn 


Arg 


XJ -I 

xllS 


File 


Ser 


LrXn 


Asp 


Leu 


Tiir 


Arg 










85 










90 










95 




Arg 


Glu 


Ser 


Ser 




Pne 


Arg 


Ser 


(jXU 


Tiir 


AX a 


Lys 


AX a 


VjiXJJ. 


Lys 


i^ie u 








100 










105 










110 






Leu 


Lys 


Glu 


Leu 


xxe 


Thr 


Ser 


Tnr 


Arg 


Leu 


CjjXy 


Tiir 


Tyr 


Tyr 


Asn 


Ser 






115 










XzU 










XZ D 








Ser 


Ser 


Val 


Tyr 


Ser 


Phe 


Gly 


GXU 


Gly 


Pro 


Leu 


Tiir 


Cys 


Pne 


JrTie 


Trp 




130 










135 










14 0 










Phe 


lie 


Leu 


Gin 


lie 


Pro 


dr-LU 


His 


Arg 


Arg 


Leu 


Met 


Leu 


Ser 


Pro 


(jXU 


145 










150 










155 










X6 U 


Val 


Val 


Lixn 


A_La 


Leu 


Leu 


vax 


r^i 11 


LjxU 


Leu 


Leu 


Ser 


Tixr 


vax 


Asn 


oer 










Xob 










X / U 










X /b 




Ser 


Ala 


A±a 


vaj. 


Pro 


Tyr 






f^l 1-1 


Tyr 


t^XU 


V ax 


Asp 


Jr X O 


VjXU 


m T7 
tjxy 








180 










1 O IT 

xy b 










X y u 






Leu 


Val 


xxe 


Leu 




Axa 


oex 


V aX 


Lys 


Asp 


xxe 


i-iX a. 


r^X CL 


Leu 










195 










2 00 










one 
Z U b 








Thr 


Leu 


ij-Ly 


L^y o 


lyr 




lyr 




lyr 


V Ct-L 






J. y 




V d i 






210 










ZLo 










O O A 










Arg 


Leu 


Lys 




irro 


Asp 


Hi fa 


Leu 


jrlJ. d. 








XiSU 


irp 




Leu 


225 










230 




















O /I A 

z4U 


Gin Gly 


Pro 


Lys 


Asp 


Leu 


Met 


Leu 


Lys 


Leu 


Arg 


Leu 


Glu 


Trp 


Thr 


Leu 










245 










250 










255 




Ala 


Glu 


Cys 


Arg 


Asp 


Arg 


Leu 


Ala 


Met 


Tyr 


Asp 


Val 


Ala 


Gly 


Pro 


Leu 








260 










265 










270 






Glu 


Lys 


Arg 


Leu 


lie 


Thr 


Ser 


Val 


Tyr 


Gly 


Cys 


Ser 


Arg 


Gin 


Glu 


Pro 






275 










280 










285 








Val 


Val 


Glu 


Val 


Leu 


Ala 


Ser 


Gly 


Ala 


He 


Met 


Ala 


Val 


Val 


Trp 


Lys 




290 










295 










300 










Lys 


Gly 


Leu 


His 


Ser 


Tyr 


Tyr 


Asp 


Pro 


Phe 


Val 


Leu 


Ser 


Val 


Gin 


Pro 


305 










310 










315 










320 


Val 


Val 


Phe 


Gin 


Ala 


Cys 


Glu 


Val 


Asn 


Leu 


Thr 


Leu 


Asp 


Asn 


Arg 


Leu 










325 










330 










335 




Asp 


Ser 


Gin 


Gly 


Val 


Leu 


Ser 


Thr 


Pro 


Tyr 


Phe 


Pro 


Ser 


Tyr 


Tyr 


Ser 








340 










345 










350 






Pro 


Gin 


Thr 


His 


Cys 


Ser 


Trp 


His 


Leu 


Thr 


Val 


Pro 


Ser 


Leu 


Asp 


Tyr 






355 










360 










365 








Gly 


Leu 


Ala 


Leu 


Trp 


Phe 


Asp 


Ala 


Tyr 


Ala 


Leu 


Arg 


Arg 


Gin 


Lys 


Tyr 




370 










375 










380 










Asp 


Leu 


Pro 


Cys 


Thr 


Gin 


Gly 


Gin 


Trp 


Thr 


He 


Gin 


Asn 


Arg 


Arg 


Leu 


385 










390 










395 










400 


Cys 


Gly 


Leu 


Arg 


lie 


Leu 


Gin 


Pro 


Tyr 


Ala 


Glu 


Arg 


He 


Pro 


Val 


Val 










405 










410 










415 
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Ala 


Thr 


Ala 


Gly 
420 


T ~l ^ 

He 


Thr 


ixe 


Asn 


Fne 

^ 9 








J- J. c: 


Ser 
430 


Leu 


Thr 


Gly 


Pro 


Gly 


Val 


Arg 


vaj- 


Ills 


Tyr 


Ljiy 




lyr 




Gin 


Ser 


Asp 


Pro 




yl "3 cr 




















445 








Cys 


Pro 


Gly 


Glu 


Phe 


Leu 


Cys 


Ser 


va_L 










Val 


Pro 


Ala 


450 










^ -D D 










4 60 










Cys 


Asp 


Gly 


Val 


Lys 


Asp 


Cys 


Pro 


Asn 










Arg 


Asn 


Cys 


465 










4 / U 










A "7 R 










480 


Val 


Cys 


Arg 


Ala 


Thr 


Phe 


Gin 


Cys 


Lys 




Asp 


OCX 


± IlJL 


Vw-y o 


Ser 






4 o b 










*± _7 U 










495 




Leu 


Pro 


Lys 


Val 


Cys 


Asp 


Gly 


Gin 


Pro 


Asp 


Cys 


Lieui 


i-iSXi 


vji j_ y 


O CI- 1. 








500 










n 

o u o 










510 






Glu 


Glu 


Gin 


Cys 


Gin 


Glu 


Gly 


Val 


Pro 


Cys 


(dXy 


± rix 


±r lit: 


± 111. 


Phe 


Gin 






515 








c: n 










525 








Cys 


Glu 


Asp 


Arg 


Ser 


Cys 


Val 


Lys 


Lys 


Pro 


Asn 


Pro 




\_y !d 




Gly 


530 










C "3 EI 










3 VJ 








Gly 


Arg 


Pro 


Asp 


Cys 


Arg 


Asp 


Gly 


Ser 


Asp 


\J J_U. 




n J- o 




Glu 


Cys 


545 








550 










1^ c: 
boo 










560 


Leu 


Gin 


Gly 


Pro 


Ser 


Ser 


Arg 


He 


Val 


Gly 


<jXy 


A±a 


V a± 


O ci -v- 


OCX 










565 










c "7 n 










575 




Gly 


Glu 


Trp 


Pro 


Trp 


Gin 


Ala 


Ser 


Leu 


Lrxn 


va.± 


Arg 




Arg 








580 










585 










0 n 

3 J? u 






Cys 


Gly Gly Ala 


Leu 


He 


Ala 


Asp 


Arg 


Trp 


Va_L 


±±e 


Tnr 


AX a 


/\xa 


tlx o 




595 










6 0 0 










DUO 








Cys 


Phe 


Gin 


Glu 


Asp 


Ser 


Met 


Ala 


Ser 


Tiir 


Val 


Leu 


Trp 


TiZr 


vax 


irllc 


610 










615 










620 










Leu 


Gly 


Lys 


Val 


Trp 


Gin 


Asn 


Ser 


Arg 


Trp 


Pro 


Gly 


Glu 


vax 


Ser 


'OT-i 1=1 

irne 


625 






630 










635 










O ^ \J 


Lys 


Val 


Ser 


Arg 


Leu 


Leu 


Leu 


His 


Pro 


Tyr 


His 


Glu 


Glu 


Asp 


Ser 


rlXS 






645 










b b U 










655 




Asp 


Tyr 


Asp 


Val 


Ala 


Leu 


Leu 


Gin 


Leu 


Asp 


His 


Pro 


vax 


Val 


Arg 


Ser 


660 










oob 










7 n 






Ala 


Ala 


Val 


Arg 


Pro 


Val 


Cys 


Leu 


Pro 


Ala 


Arg 


Ser 


His 


irne 


Phe 


Glu 






675 








^ o r\ 
D o U 










685 








Pro 


Gly 


Leu 


His 


Cys 


Trp 


He 


Thr 


Gly 


Trp 


Gly Ala 


Leu 


Arg 


Glu 


Gly 




690 










^ O IT 

6yb 










700 










Gly 


Pro 


He 


Ser 


Asn 


TV n 

A±a 


Leu 


tjj_n 


Lys 


vai 


Asp 


Val 


Gin 


Leu 


He 


Pro 


705 










710 










715 










720 


Gin 


Asp 


Leu 


Cys 


Ser 


Glu 


Val 


Tyr 


Arg 


Tyr 


Gin 


Val 


Thr 


Pro 


Arg 


Met 






725 










730 










735 




Leu 


Cys 


Ala 


Gly 


Tyr 


Arg 


Lys 


Gly 


Lys 


Lys 


Asp 


Ala 


Cys 


Gin 


Gly Asp 






740 










745 










750 






Ser 


Gly Gly 


Pro 


Leu 


Val 


Cys 


Lys 


Ala 


Leu 


Ser 


Gly Arg 


Trp 


Phe 


Leu 






755 










760 










765 






Phe 


Ala 


Gly 


Leu 


Val 


Ser 


Trp 


Gly 


Leu 


Gly 


Cys 


Gly Arg 


Pro 


Asn 


Tyr 




770 










775 










780 










Gly Val 


Tyr 


Thr 


Arg 


He 


Thr 


Gly 


Val 


He 


Ser 


Trp 


He 


Gin 


Gin 


Val 


785 








790 










795 










800 


Val 


Thr 































<210> 9 

<211> 2672 

<212> DNA 

<213> Homo Sapien 

<220> 
<221> CDS 

<222> (33) . . . (2009) 

<223> cDNA encoding: MTSP4-S (short form) splice variant 



<400> 



9 
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tcatcggcca gagggtgatc agtgagcaga ag atg ccc gtg gcc gag gcc ccc 

Met Pro Val Ala Glu Ala Pro 



1 5 



40 



45 50 55 



gcc tat gca ctg agg agg cag aag tat gat ttg ccg tgc acc cag ggc 
Ala Tyr Ala Leu Arg Arg Gin Lys Tyr Asp Leu Pro Cys Thr Gin Gly 
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53 



101 



cag gtg get ggc ggg cag ggg gac gga ggt gat ggc gag gaa gcg gag 
Gin Val Ala Gly Gly Gin Gly Asp Gly Gly Asp Gly Glu Glu Ala Glu 
10 15 20 

ccg gag ggg atg ttc aag gcc tgt gag gac tec aag aga aaa gcc egg 14 9 

Pro Glu Gly Met Phe Lys Ala Cys Glu Asp Ser Lys Arg Lys Ala Arg 
25 30 35 

ggc tac etc cge ctg gtg ccc ctg ttt gtg ctg ctg gcc ctg etc gtg 
Gly Tyr Leu Arg Leu Val Pro Leu Phe Val Leu Leu Ala Leu Leu Val 



197 



245 



ctg get teg gcg ggg gtg eta etc tgg tat ttc eta ggg tac aag gcg 
Leu Ala Ser Ala Gly Val Leu Leu Trp Tyr Phe Leu Gly Tyr Lys Ala 
60 65 70 

gag gtg atg gtc age cag gtg tac tea ggc agt ctg cgt gta etc aat 
Glu Val Met Val Ser Gin Val Tyr Ser Gly Ser Leu Arg Val Leu Asn 
75 80 85 

cge cac ttc tec cag gat ctt acc cgc egg gaa tct agt gcc ttc cge 
Arq His Phe Ser Gin Asp Leu Thr Arg Arg Glu Ser Ser Ala Phe Arg 
90 95 100 

agt gaa ace gee aaa gee cag aag atg etc aag gag etc ate acc age 
Ser Glu Thr Ala Lys Ala Gin Lys Met Leu Lys Glu Leu lie Thr Ser 
105 110 115 

acc cgc ctg gga act tac tac aac tee age tec gte tat tec ttt ggg 
Thr Arg Leu Gly Thr Tyr Tyr Asn Ser Ser Ser Val Tyr Ser Phe Gly 
120 125 130 135 

gtg tac ggc tgc age cgc cag gag ccc gtg gtg gag gtt ctg gcg teg 
Val Tyr Gly Cys Ser Arg Gin Glu Pro Val Val Glu Val Leu Ala Ser 
140 145 150 

ggg gcc ate atg gcg gtc gte tgg aag aag ggc ctg cae age tac tac 
Gly Ala He Met Ala Val Val Trp Lys Lys Gly Leu His Ser Tyr Tyr 
155 160 165 

gac cce ttc gtg etc tec gtg cag ccg gtg gte ttc eag gcc tgt gaa 
Asp Pro Phe Val Leu Ser Val Gin Pro Val Val Phe Gin Ala Cys Glu 
170 175 180 

gtg aac ctg aeg ctg gac aac agg etc gac tec cag ggc gtc etc age 
Val Asn Leu Thr Leu Asp Asn Arg Leu Asp Ser Gin Gly Val Leu Ser 
185 190 195 

acc ccg tac ttc cce age tac tac teg cce caa acc cac tgc tec tgg 
Thr Pro Tyr Phe Pro Ser Tyr Tyr Ser Pro Gin Thr His Cys Ser Trp 
200 205 210 215 

cac etc aeg gtg eec tct ctg gac tac ggc ttg gee etc tgg ttt gat 725 
His Leu Thr Val Pro Ser Leu Asp Tyr Gly Leu Ala Leu Trp Phe Asp 
220 225 230 



293 



341 



389 



437 



485 



533 



581 



629 



677 



773 



24745-1607 



235 240 245 

cag tgg acg ate cag aac agg agg ctg tgt ggc ttg cgc ate ctg cag 

Gin Trp Thr lie Gin Asn Arg Arg Leu Cys Gly Leu Arg lie Leu Gin 

250 255 260 

ccc tac gcc gag agg ate ccc gtg gtg gcc acg gcc ggg ate acc ate 

Pro Tyr Ala Glu Arg lie Pro Val Val Ala Thr Ala Gly lie Thr lie 
265 270 275 



tat gge ttg tae aae eag teg gae eee tge eet gga gag ttc ete tgt 
Tvr Gly Leu Tyr Asn Gin Ser Asp Pro Cys Pro Gly Glu Phe Leu Cys 
300 305 310 



821 



869 



aae ttc acc tec eag ate tee etc ace ggg cee ggt gtg egg gtg eac 917 
Asn Phe Thr Ser Gin He Ser Leu Thr Gly Pro Gly Val Arg Val His 
280 285 290 295 



965 



1157 



1205 



1253 



tct gtg aat gga etc tgt gtc eet gee tgt gat ggg gtc aag gae tge 1013 
Ser Val Asn Gly Leu Cys Val Pro Ala Cys Asp Gly Val Lys Asp Cys 
315 320 325 

cee aae gge ctg gat gag aga aae tge gtt tge aga gee aea ttc eag 1061 
Pro Asn Gly Leu Asp Glu Arg Asn Cys Val Cys Arg Ala Thr Phe Gin 
330 335 340 

tge aaa gag gae age aea tge ate tea ctg ccc aag gtc tgt gat ggg 1109 
Cys Lys Glu Asp Ser Thr Cys He Ser Leu Pro Lys Val Cys Asp Gly 
345 350 355 

cag cot gat tgt etc aac ggc age gae gaa gag cag tge cag gaa ggg 
Gin Pro Asp Cys Leu Asn Gly Ser Asp Glu Glu Gin Cys Gin Glu Gly 
360 365 370 375 

gtg cea tgt ggg aea ttc acc ttc eag tgt gag gae egg age tge gtg 
Val Pro Cys Gly Thr Phe Thr Phe Gin Cys Glu Asp Arg Ser Cys Val 
380 385 390 

aag aag cee aac ecg cag tgt gat ggg egg ccc gae tge agg gae ggc 
Lys Lys Pro Asn Pro Gin Cys Asp Gly Arg Pro Asp Cys Arg Asp Gly 
395 400 405 

teg gat gag gag cae tgt gaa tgt ggc etc eag ggc ccc tec age cgc 13 01 

Ser Asp Glu Glu His Cys Glu Cys Gly Leu Gin Gly Pro Ser Ser Arg 
410 415 420 

att gtt ggt gga get gtg tec tee gag ggt gag tgg eca tgg cag gee 1349 
He Val Gly Gly Ala Val Ser Ser Glu Gly Glu Trp Pro Trp Gin Ala 
425 430 435 

age etc eag gtt egg ggt ega eac ate tgt ggg ggg gee etc ate get 13 97 

Ser Leu Gin Val Arg Gly Arg His He Cys Gly Gly Ala Leu He Ala 
440 445 450 455 

gae cgc tgg gtg ata aca get gee eac tge ttc cag gag gae age atg 1445 
ASD Arq Trp Val He Thr Ala Ala His Cys Phe Gin Glu Asp Ser Met 
460 465 470 

gcc tec acg gtg ctg tgg ace gtg tte ctg gge aag gtg tgg eag aac 1493 
Ala Ser Thr Val Leu Trp Thr Val Phe Leu Gly Lys Val Trp Gin Asn 
475 480 485 
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teg cgc tgg cct gga gag gtg tec ttc aag gtg age cgc ctg etc ctg 
Ser Arg Trp Pro Gly Glu Val Ser Phe Lys Val Ser Arg Leu Leu Leu 
490 495 500 

cac ccg tac cac gaa gag gac age cat gac tac gac gtg geg ctg ctg 
His Pro Tyr His Glu Glu Asp Ser His Asp Tyr Asp Val Ala Leu Leu 
505 510 515 

cag etc gac cac ccg gtg gtg cgc teg gee gee gtg cgc cec gtc tgc 
Gin Leu Asp His Pro Val Val Arg Ser Ala Ala Val Arg Pro Val Cys 
520 525 530 535 

ctg ecc geg cgc tee cae ttc ttc gag cec ggc ctg cac tgc tgg att 
Leu Pro Ala Arg Ser His Phe Phe Glu Pro Gly Leu His Cys Trp lie 
540 545 550 

acg gge tgg ggc gee ttg cgc gag ggc ggc cec ate age aae get ctg 
Thr Gly Trp Gly Ala Leu Arg Glu Gly Gly Pro lie Ser Asn Ala Leu 
555 560 565 

cag aaa gtg gat gtg cag ttg ate eca cag gac ctg tgc age gag gtc 
Gin Lys Val Asp Val Gin Leu He Pro Gin Asp Leu Cys Ser Glu Val 
570 575 580 

tat cgc tae cag gtg acg eca cgc atg ctg tgt gee gge tac cgc aag 
Tyr Arg Tyr Gin Val Thr Pro Arg Met Leu Cys Ala Gly Tyr Arg Lys 
585 590 595 

ggc aag aag gat gee tgt cag ggt gac tea ggt ggt ccg ctg gtg tgc 
Gly Lys Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys 
600 605 610 615 

aag gea etc agt ggc egc tgg ttc ctg geg ggg ctg gte age tgg ggc 
Lys Ala Leu Ser Gly Arg Trp Phe Leu Ala Gly Leu Val Ser Trp Gly 
620 625 630 

ctg ggc tgt ggc egg cct aae tac ttc ggc gtc tac ace cgc ate aca 
Leu Gly Cys Gly Arg Pro Asn Tyr Phe Gly Val Tyr Thr Arg He Thr 
635 640 645 

ggt gtg ate age tgg ate cag eaa gtg gtg ace tga ggaactgccc 
Gly Val He Ser Trp He Gin Gin Val Val Thr * 
650 655 



1541 



1589 



1637 



1685 



1733 



1781 



1829 



1877 



1925 



1973 



2019 



ecetgcaaag 
ggacaagtat 
tcttgtttcg 
ggggtcaaga 
ctetcetccg 
atgctggttc 
tgggcagcct 
atetgggaat 
tgggcctgct 
cacecctgee 
tgcectttgg 



cagggeecac 
tctggcgggg 
tccetgatgt 
egtcecttga 
teccettcct 
tacatceega 
tgcctceaga 
ggaaggtgct 
gccactgtaa 
tgccacctgg 
aataaagetg 



ctcctggact 
ggtgggggag 
ctgtccagta 
ggaeecaggc 
ceaetgctgc 
ggagtgtctg 
gagcagattc 
cceateggag 
gccaaaaggt 
geectcacag 
cctgatgcaa 



cagagagccc 
agagcaggcc 
tggcaggagg 
ceacacccag 
ctaatgcaag 
aggtgcgecc 
cagcttcgga 
gggaccctea 
ggggaagtcc 
cceagaccet 
aaaaaaaaaa 



agggcaactg 
etgtggtggc 
atgagaagtg 
cecttttgce 
gcagtggctc 
cactetgtac 
agcccctggt 
gagcectgga 
tgactccagg 
caetgggagg 
aaaaaaaaaa 



ccaagcaggg 
aggaggggca 
ccagcagttg 
teceaattct 
agcagcaaga 
agaggctgtt 
ctaacttggg 
gactgccagg 
gtccttgccc 
tgagctcagc 
aaa 



2079 
2139 
2199 
2259 
2319 
2379 
2439 
2499 
2559 
2619 
2672 



<210> 10 

<211> 658 

<212> PRT 

<213> Homo Sapien 



<400> 10 
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Met Pro Val Ala Glu Ala Pro Gin Val Ala Gly Gly Gin Gly Asp Gly 

15 10 15 

Gly Asp Gly Glu Glu Ala Glu Pro Glu Gly Met Phe Lys Ala Cys Glu 

20 25 30 

Asp Ser Lys Arg Lys Ala Arg Gly Tyr Leu Arg Leu Val Pro Leu Phe 

35 40 45 

Val Leu Leu Ala Leu Leu Val Leu Ala Ser Ala Gly Val Leu Leu Trp 

50 55 60 

Tyr Phe Leu Gly Tyr Lys Ala Glu Val Met Val Ser Gin Val Tyr Ser 
65 70 75 80 

Gly Ser Leu Arg Val Leu Asn Arg His Phe Ser Gin Asp Leu Thr Arg 

85 90 95 

Arg Glu Ser Ser Ala Phe Arg Ser Glu Thr Ala Lys Ala Gin Lys Met 

100 105 110 

Leu Lys Glu Leu He Thr Ser Thr Arg Leu Gly Thr Tyr Tyr Asn Ser 

115 120 125 

Ser Ser Val Tyr Ser Phe Gly Val Tyr Gly Cys Ser Arg Gin Glu Pro 

130 135 140 

Val Val Glu Val Leu Ala Ser Gly Ala He Met Ala Val Val Trp Lys 
145 150 155 160 

Lys Gly Leu His Ser Tyr Tyr Asp Pro Phe Val Leu Ser Val Gin Pro 

165 170 175 

Val Val Phe Gin Ala Cys Glu Val Asn Leu Thr Leu Asp Asn Arg Leu 

180 185 190 

Asp Ser Gin Gly Val Leu Ser Thr Pro Tyr Phe Pro Ser Tyr Tyr Ser 

195 200 205 

Pro Gin Thr His Cys Ser Trp His Leu Thr Val Pro Ser Leu Asp Tyr 

210 215 220 

Gly Leu Ala Leu Trp Phe Asp Ala Tyr Ala Leu Arg Arg Gin Lys Tyr 
225 230 235 240 

Asp Leu Pro Cys Thr Gin Gly Gin Trp Thr He Gin Asn Arg Arg Leu 

245 250 255 

Cys Gly Leu Arg He Leu Gin Pro Tyr Ala Glu Arg He Pro Val Val 

260 265 270 

Ala Thr Ala Gly He Thr He Asn Phe Thr Ser Gin He Ser Leu Thr 

275 280 285 

Gly Pro Gly Val Arg Val His Tyr Gly Leu Tyr Asn Gin Ser Asp Pro 

290 295 300 

Cys Pro Gly Glu Phe Leu Cys Ser Val Asn Gly Leu Cys Val Pro Ala 
305 310 315 320 

Cys Asp Gly Val Lys Asp Cys Pro Asn Gly Leu Asp Glu Arg Asn Cys 

325 330 335 

Val Cys Arg Ala Thr Phe Gin Cys Lys Glu Asp Ser Thr Cys He Ser 

340 345 350 

Leu Pro Lys Val Cys Asp Gly Gin Pro Asp Cys Leu Asn Gly Ser Asp 

355 360 365 

Glu Glu Gin Cys Gin Glu Gly Val Pro Cys Gly Thr Phe Thr Phe Gin 

370 375 380 

Cys Glu Asp Arg Ser Cys Val Lys Lys Pro Asn Pro Gin Cys Asp Gly 
385 390 395 400 

Arg Pro Asp Cys Arg Asp Gly Ser Asp Glu Glu His Cys Glu Cys Gly 

405 410 415 

Leu Gin Gly Pro Ser Ser Arg He Val Gly Gly Ala Val Ser Ser Glu 

420 425 430 

Gly Glu Trp Pro Trp Gin Ala Ser Leu Gin Val Arg Gly Arg His He 

435 440 445 

Cys Gly Gly Ala Leu He Ala Asp Arg Trp Val He Thr Ala Ala His 

450 455 460 

Cys Phe Gin Glu Asp Ser Met Ala Ser Thr Val Leu Trp Thr Val Phe 
465 470 475 480 

Leu Gly Lys Val Trp Gin Asn Ser Arg Trp Pro Gly Glu Val Ser Phe 
485 490 495 
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Lys 


Val 


Ser 


Arg 


Leu 


Leu. 


Leu. 


±11 S 


±r X. 


±yr 


His 


Glu 


Glu 


Asp 


Ser 


His 






n n 
D u u 










505 










510 






Asp 


Tyr 


Asp 


Val 


A±a 


Leu 


Leu. 


Vj_LIl 


Leu 




His 


Pro 


Val 


Val 


Arg 


Ser 


515 










52 0 










525 








Ala 


Ala 


Val 


Arg 


Pro 


va.± 


Cys 


Leu. 


ir J- yJ 




Arg 


Ser 


His 


Phe 


Phe 


Glu 




530 








c T c; 










540 










Pro 


Gly 


Leu 


His 


Cys 


Trp 


X xe 






irp 


Gly Ala 


Leu 


Arg 


Glu 


Gly 


545 








R n 










555 










560 


Gly 


Pro 


ixe 


Ser 


Asn 




Leu. 


Gin 


Lys 


Val 


Asp 


Val 


Gin 


Leu 


He 


Pro 








3 O D 










570 










575 




Gin 


Asp 


Leu 


Cys 


Ser 


Glu 


Val 


Tyr 


Arg 


Tyr 


Gin 


Val 


Thr 


Pro 


Arg 


Met 






580 










585 










590 






Leu 


Cys 


Ala 


Gly 


Tyr 


Arg 


Lys 


Gly 


Lys 


Lys 


Asp 


Ala 


Cys 


Gin 


Gly Asp 




595 










600 










605 








Ser 


Gly 


Gly 


Pro 


Leu 


Val 


Cys 


Lys 


Ala 


Leu 


Ser 


Gly Arg 


Trp 


Phe 


Leu 




610 








615 










620 








Phe 


Ala 


Gly 


Leu 


Val 


Ser 


Trp 


Gly 


Leu 


Gly 


Cys 


Gly Arg 


Pro 


Asn 


Tyr 


625 








530 










635 










640 


Gly 


Val 


Tyr 


Thr 


Arg 


He 


Thr 


Gly Val 


He 


Ser 


Trp 


He 


Gin 


Gin 


Val 






645 










650 










655 




Val 


Thr 































<210> 11 

<211> 1656 

<212> DNA 

<213> Homo Sapien 

<220> 
<221> CDS 

<222> (268) . . . (1629) 

<22 3> DNA sequence encoding a transmembrane serine 
protease (MTSP-6) protein 



<400> 11 

cgcccgggca 

ttgggactcg 

ctgtcgaatt 

aggggaacaa 

gatgtcagag 



ggtcagtaac 
ggaattatga 
tcaaagattt 
atgctttctg 
gtcctgaaat 



actgtggcct actatctctt ccgtggtgcc atctacattt 
ctgtttttgg ttaatcgata ctgaatgcgc tttgtgtgga 
accgtatgac caagatgcac ctgatgctac aagtataaat 
ttcttcctcg gctaaggagg tagaggtgga ggcggagccg 
agtcacc atg ggg gaa aat gat cog cct get gtt 
Met Gly Glu Asn Asp Pro Pro Ala Val 
1 5 



60 
12 0 
180 
240 
294 



gaa gcc ccc ttc tea ttc cga teg ctt ttt ggc ctt gat gat ttg aaa 
Glu Ala Pro Phe Ser Phe Arg Ser Leu Phe Gly Leu Asp Asp Leu Lys 
10 15 20 25 

ata agt cct gtt gca cca gat gca gat get gtt get gca cag ate ctg 
He Ser Pro Val Ala Pro Asp Ala Asp Ala Val Ala Ala Gin He Leu 
30 35 40 

tea ctg ctg cca ttg aag ttt ttt eea ate ate gtc att ggg ate att 
Ser Leu Leu Pro Leu Lys Phe Phe Pro He He Val He Gly He He 
45 50 55 

gea ttg ata tta gca ctg gcc att ggt ctg ggc ate cac ttc gac tgc 
Ala Leu He Leu Ala Leu Ala He Gly Leu Gly He His Phe Asp Cys 
60 65 70 

tea ggg aag tac aga tgt cge tea tee ttt aag tgt ate gag ctg ata 
Ser Gly Lys Tyr Arg Cys Arg Ser Ser Phe Lys Cys He Glu Leu He 
75 80 85 



342 



390 



438 



486 



534 
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get cga tgt gac gga gtc teg gat tgc aaa gac ggg gag gac gag tac 
Ala Arg Cys Asp Gly Val Ser Asp Cys Lys Asp Gly Glu Asp Glu Tyr 
90 95 100 105 

cgc tgt gtc egg gtg ggt ggt cag aat gcc gtg etc eag gtg ttc aca 
Arg Cys Val Arg Val Gly Gly Gin Asn Ala Val Leu Gin Val Phe Thr 
110 115 120 

get get teg tgg aag aec atg tge tee gat gac tgg aag ggt eae tac 
Ala Ala Ser Trp Lys Thr Met Cys Ser Asp Asp Trp Lys Gly His Tyr 
125 130 135 

gea aat gtt gee tgt gee eaa etg ggt ttc cca age tat gta agt tea 
Ala Asn Val Ala Cys Ala Gin Leu Gly Phe Pro Ser Tyr Val Ser Ser 
140 145 150 



gtg tec ate gat eae etc ttg cca gat gac aag gtg act gea tta cac 
Val Ser lie Asp His Leu Leu Pro Asp Asp Lys Val Thr Ala Leu His 
170 175 180 185 

cac tea gta tat gtg agg gag gga tgt gee tct gge cac gtg gtt aec 
His Ser Val Tyr Val Arg Glu Gly Cys Ala Ser Gly His Val Val Thr 
190 195 200 

ttg eag tge aca gee tgt ggt eat aga agg gge tac age tea cgc ate 
Leu Gin Cys Thr Ala Cys Gly His Arg Arg Gly Tyr Ser Ser Arg lie 
205 210 215 

gtg ggt gga aac atg tee ttg etc teg eag tgg cee tgg cag gcc age 
Val Gly Gly Asn Met Ser Leu Leu Ser Gin Trp Pro Trp Gin Ala Ser 
220 225 230 



ctg tgg ate ate act get gea cac tgt gtt tat gac ttg tac etc cee 
Leu Trp lie lie Thr Ala Ala His Cys Val Tyr Asp Leu Tyr Leu Pro 
250 255 260 265 



582 



530 



678 



726 



gat aac etc aga gtg age teg eta gag ggg cag tte egg gag gag ttt 774 
Asp Asn Leu Arg Val Ser Ser Leu Glu Gly Gin Phe Arg Glu Glu Phe 
155 160 165 



822 



870 



918 



966 



ctt cag ttc eag gge tac eae ctg tgc ggg gge tct gtc ate aeg cee 1014 
Leu Gin Phe Gin Gly Tyr His Leu Cys Gly Gly Ser Val lie Thr Pro 
235 240 245 



1062 



aag tea tgg ace ate eag gtg ggt eta gtt tec etg ttg gac aat cca 1110 
Lys Ser Trp Thr lie Gin Val Gly Leu Val Ser Leu Leu Asp Asn Pro 
270 275 280 

gcc cca tec eae ttg gtg gag aag att gte tac cac age aag tac aag 115 8 

Ala Pro Ser His Leu Val Glu Lys He Val Tyr His Ser Lys Tyr Lys 
285 290 295 

cca aag agg ctg gge aat gac ate gcc ctt atg aag ctg gee ggg cca 1206 
Pro Lys Arg Leu Gly Asn Asp He Ala Leu Met Lys Leu Ala Gly Pro 
300 305 310 

etc acg tte aat gaa atg ate eag cet gtg tgc ctg ccc aac tct gaa 1254 
Leu Thr Phe Asn Glu Met lie Gin Pro Val Cys Leu Pro Asn Ser Glu 
315 320 325 

gag aac tte ccc gat gga aaa gtg tge tgg aeg tea gga tgg ggg gcc 1302 
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Glu Asn Phe Pro Asp Gly Lys Val Cys Trp Thr Ser Gly Trp Gly Ala 
330 335 340 345 

aca gag gat gga ggt gac gcc tec cct gtc ctg aac cac gcg gcc gtc 1350 
Thr Glu Asp Gly Gly Asp Ala Ser Pro Val Leu Asn His Ala Ala Val 
350 355 360 



cct ttg att tec aac aag ate tgc aac eac agg gac gtg tac ggt ggc 
Pro Leu lie Ser Asn Lys lie Cys Asn His Arg Asp Val Tyr Gly Gly 
365 370 375 

ate ate tee eec tee atg etc tgc gcg ggc tac ctg acg ggt ggc gtg 
lie lie Ser Pro Ser Met Leu Cys Ala Gly Tyr Leu Thr Gly Gly Val 
380 385 390 



gataagtagc cacetga 

<210> 12 

<211> 453 

<212> PRT 

<213> Homo Sapien 

<400> 12 

Met Gly Glu Asn Asp Pro Pro Ala Val Glu Ala Pro Phe Ser Phe Arg 

15 10 15 

Ser Leu Phe Gly Leu Asp Asp Leu Lys lie Ser Pro Val Ala Pro Asp 

20 25 30 

Ala Asp Ala Val Ala Ala Gin lie Leu Ser Leu Leu Pro Leu Lys Phe 

35 40 45 

Phe Pro lie lie Val lie Gly lie lie Ala Leu lie Leu Ala Leu Ala 

50 55 60 

lie Gly Leu Gly lie His Phe Asp Cys Ser Gly Lys Tyr Arg Cys Arg 
65 70 75 80 

Ser Ser Phe Lys Cys He Glu Leu He Ala Arg Cys Asp Gly Val Ser 

85 90 95 

Asp Cys Lys Asp Gly Glu Asp Glu Tyr Arg Cys Val Arg Val Gly Gly 

100 105 110 

Gin Asn Ala Val Leu Gin Val Phe Thr Ala Ala Ser Trp Lys Thr Met 

115 120 125 

Cys Ser Asp Asp Trp Lys Gly His Tyr Ala Asn Val Ala Cys Ala Gin 

130 135 140 

Leu Gly Phe Pro Ser Tyr Val Ser Ser Asp Asn Leu Arg Val Ser Ser 
145 150 155 160 

Leu Glu Gly Gin Phe Arg Glu Glu Phe Val Ser He Asp His Leu Leu 

165 170 175 

Pro Asp Asp Lys Val Thr Ala Leu His His Ser Val Tyr Val Arg Glu 



1398 



1446 



gae age tgc cag ggg gac age ggg ggg ccc ctg gtg tgt caa gag agg 1494 
Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys Gin Glu Arg 
395 400 405 

agg ctg tgg aag tta gtg gga gcg ace age ttt ggc ate ggc tgc gca 1542 
Arg Leu Trp Lys Leu Val Gly Ala Thr Ser Phe Gly He Gly Cys Ala 
410 415 420 425 

gag gtg aac aag cct ggg gtg tac ace egt gtc ace tec ttc ctg gae 1590 
Glu Val Asn Lys Pro Gly Val Tyr Thr Arg Val Thr Ser Phe Leu Asp 
430 435 440 

tgg ate eac gag cag atg gag aga gac eta aaa acc tga agaggaaggg 1639 
Trp He His Glu Gin Met Glu Arg Asp Leu Lys Thr * 
445 450 



1656 
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180 










185 










± VJ 






Gly 


Cys 


Ala 


Ser 


Gly 


His 


Val 


Val 


Thr 


Leu 


Gin 


Cys 


Thr 


Axa 


uys 


Lj±y 


195 










200 










o n R 

Z U D 








His 


Arg 
210 


Arg 


Gly 


Tyr 


Ser 


Ser 
215 


Arg 


He 


Val 


Gly 


Gly 

O O A 

zzU 


Asn 


Met 


Ser 


Leu 


Leu 


Ser 


Gin 


Trp 


Pro 


Trp 


Gin 


Ala 


Ser 


Leu 


Gin 


Phe 


\jj-Ln 


Gly 


Tyr 


His 


225 








230 










235 










240 


Leu 


Cys 


Gly 


Gly 


Ser 


Val 


He 


Thr 


Pro 


Leu 


Trp 


He 


He 


Thr 


Ala 


Ala 




245 










250 










255 




His 


Cys 


Val 


Tyr 


Asp 


Leu 


Tyr 


Leu 


Pro 


Lys 


Ser 


Trp 


Thr 


He 


Gin. 


Val 






260 










265 










270 






Gly 


Leu 


Val 


Ser 


Leu 


Leu 


Asp 


Asn 


Pro 


Ala 


Pro 


Ser 


His 


Leu 


Val 


Glu 




275 










o o n 

2 8 0 










9 Q cr 
ZOO 








Lys 


He 


Val 


Tyr 


His 


Ser 


Lys 


Tyr 


Lys 


Pro 


Lys 


Arg 


Leu 


Gly Asn Asp 


290 










295 










3 00 










He 


Ala 


Leu 


Met 


Lys 


Leu 


Ala 


Gly 


Pro 


Leu 


Thr 


Phe 


Asn 


Glu 


Met 


He 


305 








310 










315 










320 


Gin 


Pro 


Val 


Cys 


Leu 


Pro 


Asn 


Ser 


Glu 


Glu 


Asn 


Phe 


Pro 


Asp 


Gly 


Lys 








325 










330 










335 




Val 


Cys 


Trp 


Thr 


Ser 


Gly 


Trp 


Gly 


Ala 


Thr 


Glu 


Asp 


Gly 


Gly 


Asp 


Ala 




340 










345 










350 






Ser 


Pro 


Val 
355 


Leu 


Asn 


His 


Ala 


Ala 
360 


Val 


Pro 


Leu 


He 


Ser 
365 


Asn 


Lys 


He 


Cys 


Asn 


His 


Arg 


Asp 


Val 


Tyr 


Gly 


Gly 


He 


He 


Ser 


Pro 


Ser 


Met 


Leu 


370 










375 










380 










Cys 


Ala 


Gly 


Tyr 


Leu 


Thr 


Gly 


Gly 


Val 


Asp 


Ser 


Cys 


Gin. 


Gly Asp 


Ser 


385 






390 










395 










400 


Gly 


Gly 


Pro 


Leu 


Val 


Cys 


Gin 


Glu 


Arg 


Arg 


Leu 


Trp 


Lys 


Leu 


Val 


Gly 






405 










410 










415 




Ala 


Thr 


Ser 


Phe 
420 


Gly 


He 


Gly 


Cys 


Ala 
425 


Glu 


Val 


Asn 


Lys 


Pro 
430 


Gly 


Val 


Tyr 


Thr 


Arg 


Val 


Thr 


Ser 


Phe 


Leu 


Asp 


Trp 


He 


His 


Glu 


Gin 


Met 


Glu 




435 










440 










445 








Arg 


Asp 
450 


Leu 


Lys 


Thr 

























<210> 13 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<221> misc_f eature 
<222> (0) ... (0) 
<223> N= Inosine 

<400> 13 

tggrtnvtnw sngcnrcnca ytg 

<210> 14 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<221> misc_f eature 
<222> (0) . . . (0) 
<223> N= Inosine 
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<400> 14 

nggnccnccn swrtcnccyt nrcanghrtc 3 0 

<210> 15 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<2 23> Oligonucleotide primer 
<400> 15 

tcaccgagaa gatgatgtgt gcaggcatcc 3 0 

<210> 16 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> IS 

gggacagggg ctgtaaggca gggaatgag 2 9 

<210> 17 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 



25 



27 



<400> 17 

cccgcagcca tagccccagc taacg 

<210> 18 
<211> 27 
<212> DNA 

<213> Aritificial Sequence 
<400> 18 

gcagacgatg cgtaccaggg ggaagtc 

<210> 19 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 19 

ctcgagaaaa gagtggtggg tggggaggag gcctctgtg 3 9 

<210> 20 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Oligonucleotide primer 



-26 of 66- 




<400> 20 

gcggccgcat tacagctcag ccttccagac 

<210> 21 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 21 

cctccacggt gctgtggacc gtgttcc 

<210> 22 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 22 

cctcgcgcaa ggcgccccag cccg 

<210> 23 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 23 

gcgtggcgtc acctggtagc gatagacctc gc 

<210> 24 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 24 

cctccacggt gctgtggacc gtgttcc 

<210> 25 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 25 

cctcgcgcaa ggcgccccag cccg 

<210> 26 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
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30 



27 



24 



32 



27 



24 
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26 



28 



42 
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<220> 

<223> Oligonucleotide Primer 
<400> 26 

tcatcggcca gagggtgatc agtgag 

<210> 27 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 27 

cctcctcagt gcataggcat caaaccag 

<210> 28 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 28 

tctctcgaga aaagaattgt tggtggagct gtgtcctccg ag 

<210> 29 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 29 

aggtgggcct tgctttgcag gggggcagtt c 3-1- 

<210> 30 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 30 

tcacgcatcg tgggtggaac atgtcc 2° 

<210> 31 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 31 

acccacctcc atctgctcgt ggatcc 26 
<210> 32 
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<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 32 

ccacagcctc ctctcttgac acaccag 

<210> 33 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 33 

acgcccctgt ggatcatcac tgctgc 

<210> 34 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 34 

tccctccctc acatatactg agtggtg 

<210> 35 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 35 

cgactgctca gggaagtcag atgtcg 

<210> 36 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 36 

gcggccgcac tataccccag tgttctcttt gatcca 

<210> 37 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 



27 



26 



27 



26 



36 
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<400> 37 

ctggtgtgtc aagagaggag gctgtgg 

<210> 38 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 38 

actcaggtgg ctacttatcc ccttcctc 

<210> 39 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Oligonucleotide Primer 
<400> 39 

tctctcgaga aaagagtggt gggtggggag gaggcctctg tg 

<210> 40 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 40 

attcgcggcc gcattacagc tcagccttcc agac 

<210> 41 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 41 

tctctcgaga aaagaattgt tggtggagct gtgtcctccg ag 

<210> 42 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 42 

attcgcggcc gctcaggtca ccacttgctg gatccag 

<210> 43 
<211> 36 
<212> DNA 

<213> Artificial Sequence 



36 
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<220> 

<22 3> Oligonucleotide Primer 
<400> 43 

ctcgagaaac gcatcgtggg tggaaacatg tccttg 

<210> 44 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 44 

actcaggtgg ctacttatcc ccttcctc 

<210> 45 
<211> 9276 
<212> DNA 

<213> Pichia pastoris 

<400> 45 ^ ^- 

agatctaaca tccaaagacg aaaggttgaa tgaaaccttt ttgccatccg acatccacag 60 

gtccattctc acacataagt gccaaacgca acaggagggg atacactagc agcagaccgt 120 

tgcaaacgca ggacctccac tcctcttctc ctcaacaccc acttttgcca tcgaaaaacc t «n 
agcccagtta ttgggcttga ttggagctcg ctcattccaa ttccttctat taggctacta 
acaccatgac tttattagcc tgtctatcct ggcccccctg gcgaggttca tgtttgttta 

tttccgaatg caacaagctc cgcattacac ccgaacatca ctccagatga gggctttctg 350 
agtgtggggt caaatagttt catgttcccc aaatggccca aaactgacag tttaaacgct 
gtcttggaac ctaatatgac aaaagcgtga tctcatccaa gatgaactaa gtttggttcg 
ttgaaatgct aacggccagt tggtcaaaaa gaaacttcca aaagtcgcca taccgtttgt 
cttgtttggt attgattgac gaatgctcaa aaataatctc attaatgctt agcgcagtct 
ctctatcgct tctgaacccc ggtgcacctg tgccgaaacg caaatgggga aacacccgct 

ttttggatga ttatgcattg tctccacatt gtatgcttcc aagattctgg tgggaatact 720 
gctgatagcc taacgttcat gatcaaaatt taactgttct aacccctact tgacagcaat 
atataaacag aaggaagctg ccctgtctta aacctttttt tttatcatca ttattagctt 
actttcataa ttgcgactgg ttccaattga caagcttttg attttaacga cttttaacga 
caacttgaga agatcaaaaa acaactaatt attcgaagga tccaaacgat gagatttcct 
tcaattttta ctgcagtttt attcgcagca tcctccgcat tagctgctcc agtcaacact 
acaacagaag atgaaacggc acaaattccg gctgaagctg tcatcggtta ctcagattta 

gaaggggatt tcgatgttgc tgttttgcca ttttccaaca gcacaaataa cgggttattg 114 0 

tttataaata ctactattgc cagcattgct gctaaagaag aaggggtatc tctcgagaaa 12 0 0 

agagaggctg aagcttacgt agaattccct agggcggccg cgaattaatt cgccttagac 12 6 0 

atgactgttc ctcagttcaa gttgggcact tacgagaaga ccggtcttgc tagattctaa 132 0 

tcaagaggat gtcagaatgc catttgcctg agagatgcag gcttcatttt tgatactttt 1380 

ttatttgtaa cctatatagt ataggatttt ttttgtcatt ttgtttcttc tcgtacgagc 1440 

ttgctcctga tcagcctatc tcgcagctga tgaatatctt gtggtagggg tttgggaaaa 1500 

tcattcgagt ttgatgtttt tcttggtatt tcccactcct cttcagagta cagaagatta 1560 

agtgagaagt tcgtttgtgc aagcttatcg ataagcttta atgcggtagt ttatcacagt 1520 

taaattgcta acgcagtcag gcaccgtgta tgaaatctaa caatgcgctc atcgtcatcc 1580 

tcggcaccgt caccctggat gctgtaggca taggcttggt tatgccggta ctgccgggcc 174 0 

tcttgcggga tatcgtccat tccgacagca tcgccagtca ctatggcgtg ctgctagcgc 1800 

tatatgcgtt gatgcaattt ctatgcgcac ccgttctcgg agcactgtcc gaccgctttg 1860 

gccgccgccc agtcctgctc gcttcgctac ttggagccac tatcgactac gcgatcatgg 1920 

cgaccacacc cgtcctgtgg atctatcgaa tctaaatgta agttaaaatc tctaaataat 1980 

taaataagtc ccagtttctc catacgaacc ttaacagcat tgcggtgagc atctagacct 2 040 

tcaacagcag ccagatccat cactgcttgg ccaatatgtt tcagtccctc aggagttacg 2100 

tcttgtgaag tgatgaactt ctggaaggtt gcagtgttaa ctccgctgta ttgacgggca 2160 

tatccgtacg ttggcaaagt gtggttggta ccggaggagt aatctccaca actctctgga 2220 

gagtaggcac caacaaacac agatccagcg tgttgtactt gatcaacata agaagaagca 2280 

ttctcgattt gcaggatcaa gtgttcagga gcgtactgat tggacatttc caaagcctgc 2340 



180 
240 
300 



420 
480 
540 
600 
660 



780 
840 
900 
960 
1020 
1080 
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2400 



tcgtaggttg caaccgatag ggttgtagag tgtgcaatac acttgcgtac aatttcaacc 

cttggcaact gcacagcttg gttgtgaaca gcatcttcaa ttctggcaag ctccttgtct 2450 

gtcatatcga cagccaacag aatcacctgg gaatcaatac catgttcagc ttgagacaga 2520 

aggtctgagg caacgaaatc tggatcagcg tatttatcag caataactag aacttcagaa 2580 

ggcccagcag gcatgtcaat actacacagg gctgatgtgt cattttgaac catcatcttg 2640 

gcagcagtaa cgaactggtt tcctggacca aatattttgt cacacttagg aacagtttct 2 700 

gttccgtaag ccatagcagc tactgcctgg gcgcctcctg ctagcacgat acacttagca 2750 

ccaaccttgt gggcaacgta gatgacttct ggggtaaggg taccatcctt cttaggtgga 2820 

gatgcaaaaa caatttcttt gcaaccagca actttggcag gaacacccag catcagggaa 2880 

gtggaaggca gaattgcggt tccaccagga atatagaggc caactttctc aataggtctt 2940 

gcaaaacgag agcagactac accagggcaa gtctcaactt gcaacgtctc cgttagttga 3000 

gcttcatgga atttcctgac gttatctata gagagatcaa tggctctctt aacgttatct 3060 

ggcaattgca taagttcctc tgggaaagga gcttctaaca caggtgtctt caaagcgact 3120 

ccatcaaact tggcagttag ttctaaaagg gctttgtcac cattttgacg aacattgtcg 3180 

acaattggtt tgactaattc cataatctgt tccgttttct ggataggacg acgaagggca 3240 

tcttcaattt cttgtgagga ggccttagaa acgtcaattt tgcacaattc aatacgacct 3300 

tcagaaggga cttctttagg tttggattct tctttaggtt gttccttggt gtatcctggc 3360 

ttggcatctc ctttccttct agtgaccttt agggacttca tatccaggtt tctctccacc 3420 

tcgtccaacg tcacaccgta cttggcacat ctaactaatg caaaataaaa taagtcagca 3480 

cattcccagg ctatatcttc cttggattta gcttctgcaa gttcatcagc ttcctcccta 3540 

attttagcgt tcaacaaaac ttcgtcgtca aataaccgtt tggtataaga accttctgga 3500 

gcattgctct tacgatccca caaggtggct tccatggctc taagaccctt tgattggcca 3660 

aaacaggaag tgcgttccaa gtgacagaaa ccaacacctg tttgttcaac cacaaatttc 3 72 0 

aagcagtctc catcacaatc caattcgata cccagcaact tttgagttgc tccagatgta 3 78 0 

gcacctttat accacaaacc gtgacgacga gattggtaga ctccagtttg tgtccttata 3840 

gcctccggaa tagacttttt ggacgagtac accaggccca acgagtaatt agaagagtca 3 900 

gccaccaaag tagtgaatag accatcgggg cggtcagtag tcaaagacgc caacaaaatt 3 960 

tcactgacag ggaacttttt gacatcttca gaaagttcgt attcagtagt caattgccga 4020 

gcatcaataa tggggattat accagaagca acagtggaag tcacatctac caactttgcg 4 080 

gtctcagaaa aagcataaac agttctacta ccgccattag tgaaactttt caaatcgccc 4140 

agtggagaag aaaaaggcac agcgatacta gcattagcgg gcaaggatgc aactttatca 42 00 

accagggtcc tatagataac cctagcgcct gggatcatcc tttggacaac tctttctgcc 4260 

aaatctaggt ccaaaatcac ttcattgata ccattattgt acaacttgag caagttgtcg 4320 

atcagctcct caaattggtc ctctgtaacg gatgactcaa cttgcacatt aacttgaagc 43 80 

tcagtcgatt gagtgaactt gatcaggttg tgcagctggt cagcagcata gggaaacacg 4440 

gcttttccta ccaaactcaa ggaattatca aactctgcaa cacttgcgta tgcaggtagc 4500 

aagggaaatg tcatacttga agtcggacag tgagtgtagt cttgagaaat tctgaagccg 4560 

tatttttatt atcagtgagt cagtcatcag gagatcctct acgccggacg catcgtggcc 4620 

gacctgcagg gggggggggg gcgctgaggt ctgcctcgtg aagaaggtgt tgctgactca 4680 

taccaggcct gaatcgcccc atcatccagc cagaaagtga gggagccacg gttgatgaga 4740 

gctttgttgt aggtggacca gttggtgatt ttgaactttt gctttgccac ggaacggtct 4800 

gcgttgtcgg gaagatgcgt gatctgatcc ttcaactcag caaaagttcg atttattcaa 4860 

caaagccgcc gtcccgtcaa gtcagcgtaa tgctctgcca gtgttacaac caattaacca ^•^■^n 
attctgatta gaaaaactca tcgagcatca aatgaaactg caatttattc atatcaggat 
tatcaatacc atatttttga aaaagccgtt tctgtaatga aggagaaaac tcaccgaggc 
agttccatag gatggcaaga tcctggtatc ggtctgcgat tccgactcgt ccaacatcaa 

tacaacctat taatttcccc tcgtcaaaaa taaggttatc aagtgagaaa tcaccatgag 5150 
tgacgactga atccggtgag aatggcaaaa gcttatgcat ttctttccag acttgttcaa 5220 
caggccagcc attacgctcg tcatcaaaat cactcgcatc aaccaaaccg ttattcattc 52 80 
gtgattgcgc ctgagcgaga cgaaatacgc gatcgctgtt aaaaggacaa ttacaaacag 5340 
gaatcgaatg caaccggcgc aggaacactg ccagcgcatc aacaatattt tcacctgaat 5400 
caggatattc ttctaatacc tggaatgctg ttttcccggg gatcgcagtg gtgagtaacc 546 0 
atgcatcatc aggagtacgg ataaaatgct tgatggtcgg aagaggcata aattccgtca 552 0 
gccagtttag tctgaccatc tcatctgtaa catcattggc aacgctacct ttgccatgtt 5580 
tcagaaacaa ctctggcgca tcgggcttcc catacaatcg atagattgtc gcacctgatt 5640 
gcccgacatt atcgcgagcc catttatacc catataaatc agcatccatg ttggaattta 5700 
atcgcggcct cgagcaagac gtttcccgtt gaatatggct cataacaccc cttgtattac 5760 
tgtttatgta agcagacagt tttattgttc atgatgatat atttttatct tgtgcaatgt 582 0 
aacatcagag attttgagac acaacgtggc tttccccccc ccccctgcag gtcggcatca 5880 
ccggcgccac aggtgcggtt gctggcgcct atatcgccga catcaccgat ggggaagatc 594 0 
gggctcgcca cttcgggctc atgagcgctt gtttcggcgt gggtatggtg gcaggccccg 6000 
tggccggggg actgttgggc gccatctcct tgcatgcacc attccttgcg gcggcggtgc 6 0 60 



4920 
4980 
5040 
5100 
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tcaacggcct 

gtcgagtatc 

ggtctcctat 

tctctgactt 

aaatgtcctt 

gaacaaactt 

tgtcgggtag 

gtttgtagat 

aatccagaga 

tgacaatagt 

taaataatct 

aaaaggacaa 

caacttgagg 

ggtacgctga 

tgacggtgaa 

ggatgccggg 

cgcagccatg 

tcagagcaga 

aggagaaaat 

gtcgttcggc 

gaatcagggg 

cgtaaaaagg 

aaaaatcgac 

tttccccctg 

ctgtccgcct 

ctcagttcgg 

cccgaccgct 

ttatcgccac 

gctacagagt 

atctgcgctc 

aaacaaacca 

aaaaaaggat 

gaaaactcac 

cttttaaatt 

gacagttacc 

tccatagttg 

ggccccagtg 

ataaaccagc 

atccagtcta 

cgcaacgttg 

tcattcagct 

aaagcggtta 

tcactcatgg 

ttttctgtga 

agttgctctt 

gtgctcatca 

agatccagtt 

accagcgttt 

gcgacacgga 

cagggttatt 

ggggttccgc 

atgacattaa 

ctcatgtttg 

agatcgggaa 



caacctacta 

tatgattgga 

cagattatgc 

ttggtcatca 

cttggagaca 

cttgtttcga 

gaatggagcg 

actgatgcca 

aatcaaagtt 

gtgctcgtgt 

tgacgagcca 

gtatgtctgc 

ggcactatct 

ttttaaacgt 

aacctctgac 

agcagacaag 

acccagtcac 

ttgtactgag 

accgcatcag 

tgcggcgagc 

ataacgcagg 

ccgcgttgct 

gctcaagtca 

gaagctccct 

ttctcccttc 

tgtaggtcgt 

gcgccttatc 

tggcagcagc 

tcttgaagtg 

tgctgaagcc 

ccgctggtag 

ctcaagaaga 

gttaagggat 

aaaaatgaag 

aatgcttaat 

cctgactccc 

ctgcaatgat 

cagccggaag 

ttaattgttg 

ttgccattgc 

ccggttccca 

gctccttcgg 

ttatggcagc 

ctggtgagta 

gcccggcgtc 

ttggaaaacg 

cgatgtaacc 

ctgggtgagc 

aatgttgaat 

gtctcatgag 

gcacatttcc 

cctataaaaa 

acagcttatc 

cactgaaaaa 



ctgggctgct 

agtatgggaa 

ccaactaaag 

gtagactcga 

gtaaatgaag 

actttttcgg 

ggcaaatgct 

acttcagtga 

gtttgtctac 

tttgaggtca 

aggcgataaa 

ctgtattaaa 

tgttttagag 

gaaatttatc 

acatgcagct 

cccgtcaggg 

gtagcgatag 

agtgcaccat 

gcgctcttcc 

ggtatcagct 

aaagaacatg 

ggcgtttttc 

gaggtggcga 

cgtgcgctct 

gggaagcgtg 

tcgctccaag 

cggtaactat 

cactggtaac 

gtggcctaac 

agttaccttc 

cggtggtttt 

tcctttgatc 

tttggtcatg 

ttttaaatca 

cagtgaggca 

cgtcgtgtag 

accgcgagac 

ggccgagcgc 

ccgggaagct 

tgcaggcatc 

acgatcaagg 

tcctccgatc 

actgcataat 

ctcaaccaag 

aacacgggat 

ttcttcgggg 

cactcgtgca 

aaaaacagga 

actcatactc 

cggatacata 

ccgaaaagtg 

taggcgtatc 

atcgataagc 

taacagttat 



tcctaatgca 

tggtgatacc 

caaccggagg 

actgtgagac 

tcccaccaat 

tgccttgaac 

taccttctgg 

caacgttgct 

tattgatcca 

tctttgtatg 

tacccaaatc 

ccccaaatca 

aaatttgcgg 

tcaagatctc 

cccggagacg 

cgcgtcagcg 

cggagtgtat 

atgcggtgtg 

gcttcctcgc 

cactcaaagg 

tgagcaaaag 

cataggctcc 

aacccgacag 

cctgttccga 

gcgctttctc 

ctgggctgtg 

cgtcttgagt 

aggattagca 

tacggctaca 

ggaaaaagag 

tttgtttgca 

ttttctacgg 

agattatcaa 

atctaaagta 

cctatctcag 

ataactacga 

ccacgctcac 

agaagtggtc 

agagtaagta 

gtggtgtcac 

cgagttacat 

gttgtcagaa 

tctcttactg 

tcattctgag 

aataccgcgc 

cgaaaactct 

cccaactgat 

aggcaaaatg 

ttcctttttc 

tttgaatgta 

ccacctgacg 

acgaggccct 

tgactcatgt 

tattcg 



ggagtcgcat 

cgcattcttc 

aggagatttc 

tatctcggtt 

aaagaaatcc 

tataaaatgt 

accttcaaga 

atttcgttca 

agccagtgcg 

aataaatcta 

taaaactctt 

gctcgtagtc 

agatgcgata 

tgcctcgcgc 

gtcacagctt 

ggtgttggcg 

actggcttaa 

aaataccgca 

tcactgactc 

cggtaatacg 

gccagcaaaa 

gcccccctga 

gactataaag 

ccctgccgct 

aatgctcacg 

tgcacgaacc 

ccaacccggt 

gagcgaggta 

ctagaaggac 

ttggtagctc 

agcagcagat 

ggtctgacgc 

aaaggatctt 

tatatgagta 

cgatctgtct 

tacgggaggg 

cggctccaga 

ctgcaacttt 

gttcgccagt 

gctcgtcgtt 

gatcccccat 

gtaagttggc 

tcatgccatc 

aatagtgtat 

cacatagcag 

caaggatctt 

cttcagcatc 

ccgcaaaaaa 

aatattattg 

tttagaaaaa 

tctaagaaac 

ttcgtcttca 

tggtattgtg 



aagggagagc 

agtgtcttga 

atggtaaatt 

atgacagcag 

ttgttatcag 

agagtggata 

ggtatgtagg 

aaccattccg 

gtcfctgaaac 

gtctttgatc 

ttaaaacgtt 

tgatcctcat 

tcgagaaaaa 

gtttcggtga 

gtctgtaagc 

ggtgtcgggg 

ctatgcggca 

cagatgcgta 

gctgcgctcg 

gttatccaca 

ggccaggaac 

cgagcatcac 

ataccaggcg 

taccggatac 

ctgtaggtat 

ccccgttcag 

aagacacgac 

tgtaggcggt 

agtatttggt 

ttgatccggc 

tacgcgcaga 

tcagtggaac 

cacctagatc 

aacttggtct 

atttcgttca 

cttaccatct 

tttatcagca 

atccgcctcc 

taatagtttg 

tggtatggct 

gttgtgcaaa 

cgcagtgtta 

cgtaagatgc 

gcggcgaccg 

aactttaaaa 

accgctgttg 

ttttactttc 

gggaataagg 

aagcatttat 

taaacaaata 

cattattatc 

agaattaatt 

aaatagacgc 
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6120 

6180 

6240 

6300 

6360 

6420 

6480 

6540 

6600 

6660 

6720 

6780 

5840 

6900 

6960 

7020 

7080 

7140 

7200 

7260 

7320 

7380 

7440 

7500 

7560 

7620 

7680 

7740 

7800 

7860 

7920 

7980 

8040 

8100 

8160 

8220 

8280 

8340 

8400 

8460 

8520 

8580 

8640 

8700 

8760 

8820 

8880 

8940 

9000 

9060 

9120 

9180 

9240 

9276 



<210> 46 
<211> 3908 
<212> DNA 

<213> Escherichia coli 



<400> 46 

agcgcccaat acgcaaaccg cctctccccg cgcgttggcc gattcattaa tgcagctggc 
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acgacaggtt tcccgactgg aaagcgggca gtgagcgcaa cgcaattaat gtgagttagc 120 

tcactcatta ggcaccccag gctttacact ttatgcttcc ggctcgtatg ttgtgtggaa 180 

ttgtgagcgg ataacaattt cacacaggaa acagctatga ccatgattac gccaagcttg 240 

gtaccgagct cggatccact agtaacggcc gccagtgtgc tggaattcgc ccttaagggc 3 00 

gaattctgca gatatccatc acactggcgg ccgctcgagc atgcatctag agggcccaat 3 SO 

tcgccctata gtgagtcgta ttacaattca ctggccgtcg ttttacaacg tcgtgactgg 420 

gaaaaccctg gcgttaccca acttaatcgc cttgcagcac atcccccttt cgccagctgg 480 

cgtaatagcg aagaggcccg caccgatcgc ccttcccaac agttgcgcag cctgaatggc 540 

gaatgggacg cgccctgtag cggcgcatta agcgcggcgg gtgtggtggt tacgcgcagc 60 0 

gtgaccgcta cacttgccag cgccctagcg cccgctcctt tcgctttctt cccttccttt 660 

ctcgccacgt tcgccggctt tccccgtcaa gctctaaatc gggggctccc tttagggttc 72 0 

cgatttagag ctttacggca cctcgaccgc aaaaaacttg atttgggtga tggttcacgt 7 80 

agtgggccat cgccctgata gacggttttt cgccctttga cgttggagtc cacgttcttt 840 

aatagtggac tcttgttcca aactggaaca acactcaacc ctatcgcggt ctattctttt 900 

gatttataag ggattttgcc gatttcggcc tattggttaa aaaatgagct gatttaacaa 960 

attcagggcg caagggctgc taaaggaacc ggaacacgta gaaagccagt ccgcagaaac 102 0 

ggtgctgacc ccggatgaat gtcagctact gggctatctg gacaagggaa aacgcaagcg 10 8 0 

caaagagaaa gcaggtagct tgcagtgggc ttacatggcg atagctagac tgggcggttt 114 0 

tatggacagc aagcgaaccg gaattgccag ctggggcgcc ctctggtaag gttgggaagc 12 00 

cctgcaaagt aaactggatg gctttcttgc cgccaaggat ctgatggcgc aggggatcaa 12 60 

gatctgatca agagacagga tgaggatcgt ttcgcatgat tgaacaagat ggattgcacg 1320 

caggttctcc ggccgcttgg gtggagaggc tattcggcta tgactgggca caacagacaa 13 80 

tcggctgctc tgatgccgcc gtgttccggc tgtcagcgca ggggcgcccg gttctttttg 1440 

tcaagaccga cctgtccgqt gccctgaatg aactgcagga cgaggcagcg cggctatcgt 150 0 

ggctggccac gacgggcgtt ccttgcgcag ctgtgctcga cgttgtcact gaagcgggaa 1560 

gggactggct gctattgggc gaagtgccgg ggcaggatct cctgtcatct cgccttgctc 162 0 

ctgccgagaa agtatccatc atggctgatg caatgcggcg gctgcatacg cttgatccgg 1680 

ctacctgccc attcgaccac caagcgaaac atcgcatcga gcgagcacgt actcggatgg 174 0 

aagccggtct tgtcgatcag gatgatctgg acgaagagca tcaggggctc gcgccagccg 180 0 

aactgttcgc caggctcaag gcgcgcatgc ccgacggcga ggatctcgtc gtgatccatg 1860 

gcgatgcctg cttgccgaat atcatggtgg aaaatggccg cttttctgga ttcaacgact 192 0 

gtggccggct gggtgtggcg gaccgctatc aggacatagc gttggatacc cgtgatattg 1980 

ctgaagagct tggcggcgaa tgggctgacc gcttcctcgt gctttacggt atcgccgctc 2040 

ccgattcgca gcgcatcgcc ttctatcgcc ttcttgacga gttcttctga attgaaaaag 2100 

gaagagtatg agtattcaac atttccgtgt cgcccttatt cccttttttg cggcattttg 2160 

ccttcctgtt tttgctcacc cagaaacgct ggtgaaagta aaagatgctg aagatcagtt 2220 

gggtgcacga gtgggttaca tcgaactgga tctcaacagc ggtaagatcc ttgagagttt 2280 

tcgccccgaa gaacgttttc caatgatgag cacttttaaa gttctgctat gtcatacact 2340 

attatcccgt attgacgccg ggcaagagca actcggtcgc cgggcgcggt attctcagaa 2400 

tgacttggtt gagtactcac cagtcacaga aaagcatctt acggatggca tgacagtaag 2460 

agaattatgc agtgctgcca taaccatgag tgataacact gcggccaact tacttctgac 2 52 0 

aacgatcgga ggaccgaagg agctaaccgc ttttttgcac aacatggggg atcatgtaac 2580 

tcgccttgat cgttgggaac cggagctgaa tgaagccata ccaaacgacg agagtgacac 2640 

cacgatgcct gtagcaatgc caacaacgtt gcgcaaacta ttaactggcg aactacttac 2700 

tctagcttcc cggcaacaat taatagactg gatggaggcg gataaagttg caggaccact 2760 

tctgcgctcg gcccttccgg ctggctggtt tattgctgat aaatctggag ccggtgagcg 2 820 

tgggtctcgc ggtatcattg cagcactggg gccagatggt aagccctccc gtatcgtagt 2 880 

tatctacacg acggggagtc aggcaactat ggatgaacga aatagacaga tcgctgagat 2 94 0 

aggtgcctca ctgattaagc attggtaact gtcagaccaa gtttactcat atatacttta 3000 

gattgattta aaacttcatt tttaatttaa aaggatctag gtgaagatcc tttttgataa 3 060 

tctcatgacc aaaatccctt aacgtgagtt ttcgttccac tgagcgtcag accccgtaga 3120 

aaagatcaaa ggatcttctt gagatccttt ttttctgcgc gtaatctgct gcttgcaaac 3180 

aaaaaaacca ccgctaccag cggtggtttg tttgccggat caagagctac caactctttt 3240 

tccgaaggta actggcttca gcagagcgca gataccaaat actgtccttc tagtgtagcc 3300 

gtagttaggc caccacttca agaactctgt agcaccgcct acatacctcg ctctgctaat 3 3 60 

cctgttacca gtggctgctg ccagtggcga taagtcgtgt cttaccgggt tggactcaag 3420 

acgatagtta ccggataagg cgcagcggtc gggctgaacg gggggttcgt gcacacagcc 3480 

cagcttggag cgaacgacct acaccgaact gagataccta cagcgtgagc attgagaaag 3540 

cgccacgctt cccgaaggga gaaaggcgga caggtatccg gtaagcggca gggtcggaac 3600 

aggagagcgc acgagggagc ttccaggggg aaacgcctgg tatctttata gtcctgtcgg 3660 

gtttcgccac ctctgacttg agcgtcgatt tttgtgatgc tcgtcagggg ggcggagcct 3720 

atggaaaaac gccagcaacg cggccttttt acggttcctg gccttttgct ggccttttgc 3780 
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45 



32 



24745-1607 



tcacatgttc tttcctgcgt tatcccctga ttctgtggat aaccgtatta ccgcctttga 3 840 
gtgagctgat accgctcgcc gcagccgaac gaccgagcgc agcgagtcag tgagcgagga 3 900 

3 9 0 o 

agcggaag 

<210> 47 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 47 

ggaattccat atgccgcgct ttaaagtggt gggtggggag gaggcc 

<210> 48 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 48 

cgcgataccc gttacagctc agccttccag ac 

<210> 49 

<211> 3147 

<212> DNA 

<213> Homo Sapien 

<220> 
<221> CDS 

<222> (18S5) . . . (2590) 

<223> Nucleic acid sequence of protease domain of MTSPl 
<400> 49 

tcaagagcgg cctcggggta ccatggggag cgatcgggcc cgcaagggcg gagggggccc 6 0 

gaaggacttc ggcgcgggac tcaagtacaa ctcccggcac gagaaagtga atggcttgga 12 0 

ggaaggcgtg gagttcctgc cagtcaacaa cgtcaagaag gtggaaaagc atggcccggg 180 

gcgctgggtg gtgctggcag ccgtgctgat cggcctcctc ttggtcttgc tggggatcgg 240 

cttcctggtg tggcatttgc agtaccggga cgtgcgtgtc cagaaggtct tcaatggcta 3 00 

catgaggatc acaaatgaga attttgtgga tgcctacgag aactccaact ccactgagtt 3 60 

tgtaagcctg gccagcaagg tgaaggacgc gctgaagctg ctgtacagcg gagtcccatt 42 0 

cctgggcccc taccacaagg agtcggctgt gacggccttc agcgagggca gcgtcatcgc 480 

ctactactgg tctgagttca gcatcccgca gcacctggtg gaggaggccg agcgcgtcat 54 0 

ggccgaggag cgcgtagtca tgctgccccc gcgggcgcgc tccctgaagt cctttgtggt 60 0 

cacctcagtg gtggctttcc ccacggactc caaaacagta cagaggaccc aggacaacag 660 

ctgcagcttt ggcctgcacg cccgcggtgt ggagctgatg cgcttcacca cgcccggctt 72 0 

ccctgacagc ccctaccccg ctcatgcccg ctgccagtgg gccctgcggg gggacgccga 780 
ctcagtgctg agcctcacct tccgcagctt tgaccttgcg tcctgcgacg agcgcggcag 
cgacctggtg acggtgtaca acaccctgag ccccatggag ccccacgccc tggtgcagtt 
gtgtggcacc taccctccct cctacaacct gaccttccac tcctcccaga acgtcctgct 

catcacactg ataaccaaca ctgagcggcg gcatcccggc tttgaggcca ccttcttcca 102 0 

gctgcctagg atgagcagct gtggaggccg cttacgtaaa gcccagggga cattcaacag 1080 

cccctactac ccaggccact acccacccaa cattgactgc acatggaaca ttgaggtgcc 1140 

caacaaccag catgtgaagg tgagcttcaa attcttctac ctgctggagc ccggcgtgcc 1200 

tgcgggcacc tgccccaagg actacgtgga gatcaatggg gagaaatact gcggagagag 1260 

gtcccagttc gtcgtcacca gcaacagcaa caagatcaca gttcgcttcc actcagatca 1320 

gtcctacacc gacaccggct tcttagctga atacctctcc tacgactcca gtgacccatg 1380 

cccggggcag ttcacgtgcc gcacggggcg gtgtatccgg aaggagctgc gctgtgatgg 144 0 

ctgggccgac tgcaccgacc acagcgatga gctcaactgc agttgcgacg ccggccacca 1500 



840 
900 
960 
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gttcacgtgc aagaacaagt tctgcaagcc cctcttctgg gtctgcgaca gtgtgaacga 1560 

ctgcggagac aacagcgacg agcaggggtg cagttgtccg gcccagacct tcaggtgttc 1620 

caatgggaag tgcctctcga aaagccagca gtgcaatggg aaggacgact gtggggacgg 1680 

gtccgacgag gcctcctgcc ccaaggtgaa cgtcgtcact tgtaccaaac acacctaccg 174 0 

ctgcctcaat gggctctgct tgagcaaggg caaccctgag tgtgacggga aggaggactg 180 0 

tagcgacggc tcagatgaga aggactgcga ctgtgggctg cggtcattca cgagacaggc 186 0 

tcgt gtt gtt ggg ggc acg gat gcg gat gag ggc gag tgg ccc tgg cag 190 9 
Val Val Gly Gly Thr Asp Ala Asp Glu Gly Glu Trp Pro Trp Gin 
15 10 15 

gta age ctg cat get ctg ggc cag ggc cac ate tgc ggt get tec etc 1957 
Val Ser Leu His Ala Leu Gly Gin Gly His lie Cys Gly Ala Ser Leu 
20 25 30 



ate tct eec aac tgg ctg gtc tct gee gea cac tgc tac ate gat gac 
lie Ser Pro Asn Trp Leu Val Ser Ala Ala His Cys Tyr lie Asp Asp 
35 40 45 



ace ace tgc gag aac etc ctg ccg cag cag ate acg ccg cge atg atg 
Thr Thr Cys Glu Asn Leu Leu Pro Gin Gin lie Thr Pro Arg Met Met 
160 165 170 175 



2005 



aga gga ttc agg tac tea gac ecc acg cag tgg acg gee ttc ctg ggc 2 0 53 

Arg Gly Phe Arg Tyr Ser Asp Pro Thr Gin Trp Thr Ala Phe Leu Gly 
50 55 60 

ttg cac gac cag age cag cge age gcc cct ggg gtg cag gag cge agg 2101 
Leu His Asp Gin Ser Gin Arg Ser Ala Pro Gly Val Gin Glu Arg Arg 
65 70 75 

etc aag cge ate ate tec eae ccc ttc ttc aat gac ttc acc ttc gac 2149 
Leu Lys Arg lie lie Ser His Pro Phe Phe Asn Asp Phe Thr Phe Asp 
80 85 90 95 

tat gac ate gcg ctg ctg gag ctg gag aaa ccg gea gag tac age tec 2197 
Tyr Asp He Ala Leu Leu Glu Leu Glu Lys Pro Ala Glu Tyr Ser Ser 
100 105 110 

atg gtg egg ccc ate tgc ctg ccg gac gee tec cat gtc ttc ect gee 2245 
Met Val Arg Pro He Cys Leu Pro Asp Ala Ser His Val Phe Pro Ala 
115 120 125 

ggc aag gcc ate tgg gtc acg ggc tgg gga cac acc cag tat gga ggc 22 93 

Gly Lys Ala He Trp Val Thr Gly Trp Gly His Thr Gin Tyr Gly Gly 
130 135 140 

act ggc gcg ctg ate ctg caa aag ggt gag ate cge gtc ate aac cag 2 341 

Thr Gly Ala Leu He Leu Gin Lys Gly Glu He Arg Val He Asn Gin 
145 150 155 



2389 



tgc gtg ggc ttc etc age ggc ggc gtg gac tec tgc cag ggt gat tec 2437 
Cys Val Gly Phe Leu Ser Gly Gly Val Asp Ser Cys Gin Gly Asp Ser 
180 185 190 

ggg gga ccc ctg tec age gtg gag gcg gat ggg egg ate ttc cag gcc 24 85 

Gly Gly Pro Leu Ser Ser Val Glu Ala Asp Gly Arg He Phe Gin Ala 
195 200 205 

ggt gtg gtg age tgg gga gac ggc tgc get cag agg aac aag cea ggc 2533 
Gly Val Val Ser Trp Gly Asp Gly Cys Ala Gin Arg Asn Lys Pro Gly 
210 215 220 
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gtg tac aca agg etc cct ctg ttt egg gac tgg ate aaa gag aac act 
Val Tyr Thr Arg Leu Pro Leu Phe Arg Asp Trp lie Lys Glu Asn Thr 
225 230 235 

ggg gta tag gggecggggc eacceaaatg tgtaeacctg cggggccaee 

Gly Val * 

240 



catcgtccac 
gcGcecagaa 
etcgcttect 
tactgaeeca 
ggccgaggcg 
cttcggagcc 
gccacgetct 
gaaattgttt 
aacaatttat 



cccagtgtgc 
catacactgt 
eagcctccaa 
aetgggggea 
cgtttgtgta 
tcctcagtga 
tgaggaagec 
taecagctec 
ttetttttaa 



acgcctgcag 
gaacteaatc 
agtggagctg 
aaggtttgaa 
tatctgccte 
aggtggtggg 
caggctcgga 
eagggtggae 
aaaaaaaaaa 



gctggagaet 
tccagggcte 
ggaggtagaa 
gaeaeagcet 
ccetgtctgt 
gctgccggat 
ggaecctgga 
ttcagtgtgt 
aaaaaaa 



ggaeegctga 
caaatctgce 
ggggaggaca 
ccceegceag 
aaggagcagc 
ctgggctgtg 
aaacagacgg 
gtatttgtgt 



ctgeaecagc 
tagaaaaeet 
ctggtggttc 
ceecaagetg 
gggaacggag 
gggeecttgg 
gtctgagact 
aaatgggtaa 



2581 



2630 



2690 
2750 
2810 
2870 
2930 
2990 
3050 
3110 
3147 



<210> 50 

<211> 241 

<212> PRT 

<213> Homo Sapien 



<400> 50 

Val Val Gly Gly Thr 

1 5 
Ser Leu His Ala Leu 
20 

Ser Pro Asn Trp Leu 
35 

Gly Phe Arg Tyr Ser 
50 

His Asp Gin Ser Gin 
65 

Lys Arg lie lie Ser 
85 

Asp lie Ala Leu Leu 
100 

Val Arg Pro lie Cys 
115 

Lys Ala lie Trp Val 
130 

Gly Ala Leu lie Leu 
145 

Thr Cys Glu Asn Leu 
165 

Val Gly Phe Leu Ser 
180 

Gly Pro Leu Ser Ser 
195 

Val Val Ser Trp Gly 
210 

Tyr Thr Arg Leu Pro 

225 

Val 



Asp Ala Asp Glu 
Gly Gin 
Val Ser 



Asp Pro 
55 

Arg Ser 
70 

His Pro 

Glu Leu 

Leu Pro 

Thr Gly 
135 
Gin Lys 
150 

Leu Pro 

Gly Gly 

Val Glu 

Asp Gly 
215 
Leu Phe 
230 



Gly His 

25 
Ala Ala 
40 

Thr Gin 



Ala Pro 

Phe Phe 

Glu Lys 
105 
Asp Ala 
120 

Trp Gly 

Gly Glu 

Gin Gin 

Val Asp 
185 
Ala Asp 
200 

Cys Ala 
Arg Asp 



Gly Glu 
10 

lie Cys 

His Cys 

Trp Thr 

Gly Val 

75 
Asn Asp 
90 

Pro Ala 

Ser His 

His Thr 

lie Arg 
155 
He Thr 
170 

Ser Cys 

Gly Arg 

Gin Arg 

Trp He 
235 



Trp Pro Trp 
Gly 
Tyr 



Ala 

60 

Gin 

Phe 

Glu 

Val 

Gin 
14 0 
Val 

Pro 

Gin 

He 

Asn 
220 
Lys 



Ala Ser 
30 

He Asp 
45 

Phe Leu 



Glu Arg 

Thr Phe 

Tyr Ser 
110 
Phe Pro 
125 

Tyr Gly 

He Asn 

Arg Met 

Gly Asp 
190 
Phe Gin 
205 

Lys Pro 
Glu Asn 



Gin Val 
15 

Leu He 

Asp Arg 

Gly Leu 

Arg Leu 
80 

Asp Tyr 
95 

Ser Met 

Ala Gly 

Gly Thr 

Gin Thr 
160 
Met Cys 
175 

Ser Gly 

Ala Gly 

Gly Val 

Thr Gly 
240 



<210> 51 

<211> 46 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Oligonucleoide Primer 
<400> 51 

tctctcgaga aaagagtggt gggtgggtgg ggaggaggcc tctgtg 

<210> 52 
<211> 43 
<212> DNA 

<213> Aritificial sequence 
<400> 52 

gctcctcatc aaagaagggc agagagatgg gcctgactgt gcc 

<210> 53 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleoide Primer 
<400> 53 

attcgcggcc gcattacagc tcagccttcc agac 

<210> 54 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Oligonucleoide Primer 
<400> 54 

ggcacagtca ggcccatctc tctgcccttc tttgatgagg age 

<210> 55 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Oligonucleoide Primer 
<400> 55 

caccccttct tcaatgactt caccttcg 

<210> 56 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Oligonucleoide Primer 
<400> 56 

tacctctcct acgactcc 

<210> 57 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Oligonucleoide Primer 
<400> 57 

gaggttctcg caggtggtct ggttg 25 

<210> 58 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleoide Primer 
<400> 58 

ctcgagaaaa gagttgttgg gggcacggat gcggatgag 39 

<210> 59 

<211> 11 

<212> PRT 

<213> Homo Sapien 

<400> 59 

Phe Glu Val Phe Ser Gin Ser Ser Ser Leu Gly 
15 10 

<210> 60 

<211> 32 

<212> PRT 

<213> Homo Sapien 

<400> 60 

Glu lie Val Ala Pro Arg Glu Arg Ala Asp Arg Arg Gly Arg Lys Leu 

15 10 15 

Leu Cys Trp Arg Lys Pro Thr Lys Met Lys Gly Pro Arg Pro Ser His 
20 25 30 

<210> 61 

<211> 4933 

<212> DNA 

<213> Homo Sapien 

<220> 
<221> CDS 

<222> (94) . . . (3222) 

<223> Nucleotide sequence encoding corin 
<300> 

<308> GenBank AF133845 
<309> 1999-05-24 

<400> 61 

aaatcatccg tagtgcctcc ccgggggaca cgtagaggag agaaaagcga ccaagataaa SO 
agtggacaga agaataagcg agacttttta tec atg aaa cag tct cct gcc etc 114 

Met Lys Gin Ser Pro Ala Leu 
1 5 

get ccg gaa gag cgc tac egc aga gcc ggg tec eca aag ccg gtc ttg 162 
Ala Pro Glu Glu Arg Tyr Arg Arg Ala Gly Ser Pro Lys Pro Val Leu 
10 15 20 

aga get gat gac aat aac atg ggc aat ggc tgc tct cag aag ctg gcg 210 
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Arg Ala Asp Asp Asn Asn Met Gly Asn Gly Cys Ser Gin Lys Leu Ala 
25 30 35 

act get aac etc etc egg ttc eta ttg ctg gtc ctg att cea tgt ate 
Thr Ala Asn Leu Leu Arg Phe Leu Leu Leu Val Leu lie Pro Cys lie 
40 45 50 55 

tgt get etc gtt etc ttg ctg gtg ate ctg ctt tec tat gtt gga aca 
Cys Ala Leu Val Leu Leu Leu Val lie Leu Leu Ser Tyr Val Gly Thr 
60 65 70 

tta caa aag gtc tat ttt aaa tea aat ggg agt gaa ect ttg gtc act 
Leu Gin Lys Val Tyr Phe Lys Ser Asn Gly Ser Glu Pro Leu Val Thr 
75 80 85 

gat ggt gaa ate caa ggg tec gat gtt att ctt aca aat aca att tat 
Asp Gly Glu lie Gin Gly Ser Asp Val lie Leu Thr Asn Thr lie Tyr 
90 95 100 

aac cag age act gtg gtg tct act gca cat ccc gac caa cac gtt cca 
Asn Gin Ser Thr Val Val Ser Thr Ala His Pro Asp Gin His Val Pro 
105 110 115 

gee tgg act aeg gat get tct etc cca ggg gac caa agt cac agg aat 
Ala Trp Thr Thr Asp Ala Ser Leu Pro Gly Asp Gin Ser His Arg Asn 
120 125 130 135 



atg gaa aag ttc etc aag ttt ttc aca tat etc eat cgc etc agt tgc 

Met Glu Lys Phe Leu Lys Phe Phe Thr Tyr Leu His Arg Leu Ser Cys 

170 175 180 

tat eaa cat ate atg ctg ttt ggc tgt ace etc gee ttc ect gag tgc 

Tyr Gin His lie Met Leu Phe Gly Cys Thr Leu Ala Phe Pro Glu Cys 

185 190 195 



tgt gag get gca aaa gaa ggc tgt gaa tea gtc ctg ggg atg gtg aat 
Cys Glu Ala Ala Lys Glu Gly Cys Glu Ser Val Leu Gly Met Val Asn 
220 225 230 

tac tec tgg ecg gat ttc etc aga tgc tec cag ttt aga aac caa act 
Tyr Ser Trp Pro Asp Phe Leu Arg Cys Ser Gin Phe Arg Asn Gin Thr 
235 240 245 

gaa age age aat gtc age aga att tgc ttc tea ect cag cag gaa aac 
Glu Ser Ser Asn Val Ser Arg lie Cys Phe Ser Pro Gin Gin Glu Asn 
250 255 260 

gga aag eaa ttg etc tgt gga agg ggt gag aac ttt ctg tgt gee agt 
Gly Lys Gin Leu Leu Cys Gly Arg Gly Glu Asn Phe Leu Cys Ala Ser 
255 270 275 



258 



306 



354 



402 



450 



498 



aca agt gee tgt atg aac ate ace cac age cag tgt cag atg ctg ccc 546 
Thr Ser Ala Cys Met Asn lie Thr His Ser Gin Cys Gin Met Leu Pro 
140 145 150 

tac cac gee aeg ctg aca ect etc etc tea gtt gtc aga aac atg gaa 594 
Tyr His Ala Thr Leu Thr Pro Leu Leu Ser Val Val Arg Asn Met Glu 
155 160 165 



642 



690 



ate att gat ggc gat gac agt cat gga etc ctg ccc tgt agg tec ttc 73 i 

lie lie Asp Gly Asp Asp Ser His Gly Leu Leu Pro Cys Arg Ser Phe 
200 205 210 215 



834 



882 



930 
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gga ate tgc ate ccc ggg aaa ctg caa tgt aat ggc tac aac gac tgt 

Gly lie Cys lie Pro Gly Lys Leu Gin Cys Asn Gly Tyr Asn Asp Cys 

280 285 290 295 

gac gac tgg agt gac gag get cat tgc aac tgc age gag aat ctg ttt 

Asp Asp Trp Ser Asp Glu Ala His Cys Asn Cys Ser Glu Asn Leu Phe 

300 305 310 

cac tgt cac aca ggc aag tgc ctt aat tac age ctt gtg tgt gat gga 

His Cys His Thr Gly Lys Cys Leu Asn Tyr Ser Leu Val Cys Asp Gly 

315 320 325 



tgg gtg tgt gat ggt gac cac gac tgt gtg gat aag tec gac gag gtc 
Trp Val Cys Asp Gly Asp His Asp Cys Val Asp Lys Ser Asp Glu Val 
360 365 370 375 



ggg agt gat gag gag aac tgc age gtc att cag act tea tgt caa gaa 
Gly Ser Asp Glu Glu Asn Cys Ser Val lie Gin Thr Ser Cys Gin Glu 
410 415 420 



gaa cca att aca ttg gaa etc tgc atg aat ttg ccc tac aac agt aca 
Glu Pro lie Thr Leu Glu Leu Cys Met Asn Leu Pro Tyr Asn Ser Thr 
460 465 470 



age tgg gag tct tct ctt ttc ect gea ctt gtt caa ace aac tgt tat 
Ser Trp Glu Ser Ser Leu Phe Pro Ala Leu Val Gin Thr Asn Cys Tyr 
490 495 500 



gtg aat aca ggc gag cgt ate cat ect tgc agg gca ttg tgt gaa cac 
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978 



1026 



1074 



tat gat gac tgt ggg gat ttg agt gat gag caa aac tgt gat tgc aat 1122 

Tyr Asp Asp Cys Gly Asp Leu Ser Asp Glu Gin Asn Cys Asp Cys Asn 

330 335 340 

ccc aca aca gag cat egc tgc ggg gac ggg cgc tgc ate gee atg gag 1170 

Pro Thr Thr Glu His Arg Cys Gly Asp Gly Arg Cys lie Ala Met Glu 
345 350 355 



1218 



aac tgc tec tgt cac age cag ggt ctg gtg gaa tgc aga aat gga caa 12 66 

Asn Cys Ser Cys His Ser Gin Gly Leu Val Glu Cys Arg Asn Gly Gin 
380 385 390 

tgt ate ccc age acg ttt eaa tgt gat ggt gac gag gac tgc aag gat 1314 

Cys lie Pro Ser Thr Phe Gin Cys Asp Gly Asp Glu Asp Cys Lys Asp 
395 400 405 



1362 



gga gac eaa aga tgc etc tac aat ccc tgc ctt gat tea tgt ggt ggt 1410 
Gly Asp Gin Arg Cys Leu Tyr Asn Pro Cys Leu Asp Ser Cys Gly Gly 
425 430 435 

age tct etc tgt gac ccg aac aac agt ctg aat aac tgt agt eaa tgt 14 5 8 

Ser Ser Leu Cys Asp Pro Asn Asn Ser Leu Asn Asn Cys Ser Gin Cys 
440 445 450 455 



1506 



agt tat cca aat tat ttt gge eac agg act caa aag gaa gca tee ate 1554 
Ser Tyr Pro Asn Tyr Phe Gly His Arg Thr Gin Lys Glu Ala Ser lie 
475 480 485 



1602 



aaa tac etc atg ttc ttt tct tgc ace att ttg gta cca aaa tgt gat 1650 
Lys Tyr Leu Met Phe Phe Ser Cys Thr lie Leu Val Pro Lys Cys Asp 
505 510 515 
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Val Asn Thr Gly Glu Arg lie Pro Pro Cys Arg Ala Leu Cys Glu His 
520 525 530 535 

tct aaa gaa cgc tgt gag tct gtt ctt ggg att gtg ggc eta cag tgg 1746 

Ser Lys Glu Arg Cys Glu Ser Val Leu Gly lie Val Gly Leu Gin Trp 
540 545 550 

cct gaa gac aca gat tgc agt caa ttt cca gag gaa aat tea gac aat 1794 

Pro Glu Asp Thr Asp Cys Ser Gin Phe Pro Glu Glu Asn Ser Asp Asn 

555 560 565 

caa acc tgc ctg atg cct gat gaa tat gtg gaa gaa tgc tea cct agt 1842 

Gin Thr Cys Leu Met Pro Asp Glu Tyr Val Glu Glu Cys Ser Pro Ser 
570 575 580 

cat ttc aag tgc cgc tea gga cag tgt gtt ctg get tec aga aga tgt 1890 

His Phe Lys Cys Arg Ser Gly Gin Cys Val Leu Ala Ser Arg Arg Cys 
585 590 595 

gat ggc cag gcc gac tgt gac gat gac agt gat gag gaa aac tgt ggt 193 8 

Asp Gly Gin Ala Asp Cys Asp Asp Asp Ser Asp Glu Glu Asn Cys Gly 
600 605 610 615 

tgt aaa gag aga gat ctt tgg gaa tgt cca tec aat aaa caa tgt ttg 1986 

Cys Lys Glu Arg Asp Leu Trp Glu Cys Pro Ser Asn Lys Gin Cys Leu 
620 625 630 

aag cac aca gtg ate tgc gat ggg ttc cca gac tgc cct gat tac atg 2034 

Lys His Thr Val lie Cys Asp Gly Phe Pro Asp Cys Pro Asp Tyr Met 

635 640 645 

gac gag aaa aac tgc tea ttt tgc caa gat gat gag ctg gaa tgt gca 2 0 82 

Asp Glu Lys Asn Cys Ser Phe Cys Gin Asp Asp Glu Leu Glu Cys Ala 
650 655 660 

aac cat gcg tgt gtg tea cgt gac ctg tgg tgt gat ggt gaa gcc gac 2130 

Asn His Ala Cys Val Ser Arg Asp Leu Trp Cys Asp Gly Glu Ala Asp 
665 670 675 

tgc tea gac agt tea gat gaa tgg gac tgt gtg acc etc tct ata aat 2178 

Cys Ser Asp Ser Ser Asp Glu Trp Asp Cys Val Thr Leu Ser lie Asn 
680 685 690 695 

gtg aac tec tct tec ttt ctg atg gtt cac aga get gcc aca gaa cac 2226 

Val Asn Ser Ser Ser Phe Leu Met Val His Arg Ala Ala Thr Glu His 
700 705 710 

cat gtg tgt gca gat ggc tgg cag gag ata ttg agt cag ctg gcc tgc 2274 

His Val Cys Ala Asp Gly Trp Gin Glu lie Leu Ser Gin Leu Ala Cys 

715 720 725 

aag cag atg ggt tta gga gaa cca tct gtg acc aaa ttg ata cag gaa 2 322 

Lys Gin Met Gly Leu Gly Glu Pro Ser Val Thr Lys Leu lie Gin Glu 
730 735 740 

cag gag aaa gag ccg egg tgg ctg aca tta cac tec aac tgg gag age 2 37 0 

Gin Glu Lys Glu Pro Arg Trp Leu Thr Leu His Ser Asn Trp Glu Ser 
745 750 755 

etc aat ggg acc act tta cat gaa ctt eta gta aat ggg cag tct tgt 2418 

Leu Asn Gly Thr Thr Leu His Glu Leu Leu Val Asn Gly Gin Ser Cys 
760 765 770 775 
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gag age aga agt aaa att tct ctt ctg tgt act aaa caa gac tgt ggg 24 66 

Glu Ser Arg Ser Lys lie Ser Leu Leu Cys Thr Lys Gin Asp Cys Gly 

780 785 790 

cgc cgc cct get gcc cga atg aac aaa agg ate ctt gga ggt egg aeg 2514 

Arg Arg Pro Ala Ala Arg Met Asn Lys Arg lie Leu Gly Gly Arg Thr 

795 800 805 

agt cge eet gga agg tgg cea tgg eag tgt tct ctg cag agt gaa cec 2562 

Ser Arg Pro Gly Arg Trp Pro Trp Gin Cys Ser Leu Gin Ser Glu Pro 
810 815 820 

agt gga cat ate tgt ggc tgt gtc etc att gee aag aag tgg gtt ctg 2 610 

Ser Gly His lie Cys Gly Cys Val Leu lie Ala Lys Lys Trp Val Leu 
825 830 835 

aca gtt gee eae tge ttc gag ggg aga gag aat get gca gtt tgg aaa 2 658 

Thr Val Ala His Cys Phe Glu Gly Arg Glu Asn Ala Ala Val Trp Lys 

840 845 850 855 

gtg gtg ctt ggc ate aac aat eta gac cat cca tea gtg ttc atg cag 2706 

Val Val Leu Gly lie Asn Asn Leu Asp His Pro Ser Val Phe Met Gin 

860 865 870 

aca ege ttt gtg aag ace ate ate ctg cat ccc ege tae agt cga gca 2 754 

Thr Arg Phe Val Lys Thr lie lie Leu His Pro Arg Tyr Ser Arg Ala 

875 880 885 

gtg gtg gac tat gac ate age ate gtt gag ctg agt gaa gac ate agt 2802 

Val Val Asp Tyr Asp lie Ser lie Val Glu Leu Ser Glu Asp lie Ser 
890 895 900 

gag act ggc tae gtc egg cct gtc tge ttg ecc aac ccg gag eag tgg 2850 

Glu Thr Gly Tyr Val Arg Pro Val Cys Leu Pro Asn Pro Glu Gin Trp 
905 910 915 

eta gag eet gac aeg tac tge tat ate aca ggc tgg ggc cac atg ggc 2898 

Leu Glu Pro Asp Thr Tyr Cys Tyr lie Thr Gly Trp Gly His Met Gly 

920 925 930 935 

aat aaa atg cca ttt aag ctg caa gag gga gag gtc cgc att att tct 2946 

Asn Lys Met Pro Phe Lys Leu Gin Glu Gly Glu Val Arg lie lie Ser 

940 945 950 



ctg gaa cat tgt eag tee tae ttt gac atg aag ace ate acc act egg 
Leu Glu His Cys Gin Ser Tyr Phe Asp Met Lys Thr lie Thr Thr Arg 
955 960 965 



2994 



atg ata tgt get ggc tat gag tct ggc aca gtt gat tea tge atg ggt 3 042 

Met He Cys Ala Gly Tyr Glu Ser Gly Thr Val Asp Ser Cys Met Gly 
970 975 980 

gac age ggt ggg cct ctt gtt tgt gag aag cct gga gga egg tgg aca 3090 
Asp Ser Gly Gly Pro Leu Val Cys Glu Lys Pro Gly Gly Arg Trp Thr 
985 990 995 

tta ttt gga tta act tea tgg ggc tee gtc tge ttt tec aaa gtc ctg 3138 
Leu Phe Gly Leu Thr Ser Trp Gly Ser Val Cys Phe Ser Lys Val Leu 
1000 1005 1010 1015 

ggg eet ggc gtt tat agt aat gtg tea tat ttc gtc gaa tgg att aaa 3186 
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aga cag att tac ate cag acc ttt etc eta aac taa ttataaggat 
Arg Gin He Tyr lie Gin Thr Phe Leu Leu Asn * 
1035 1040 



3232 



gatcagagac 
cctgcagaga 
aatttgcatg 
cttattteaa 
ccaggcctaa 
getacagtaa 
tttaggctga 
attteagtgt 
tttttattac 
tatacatgtg 
caagataatt 
tgagaactga 
attgaatgca 
ctggatgtat 
tgggtttgtt 
atgggeaata 
gaatttagat 
taaatttatt 
tttagagcac 
tttaatatct 
gccactttac 
aaaaacttta 
gcettttaaa 
ttccaaatag 
acatagttga 
tttgtataaa 
aaagttcaag 
ttttagcctg 
cttaatacaa 



ttttgccagc 
gctgtacaga 
tttgttttgg 
gtteaatgaa 
ccatgactgc 
caggttatgg 
ttaattatct 
taacattgga 
acttcgaatt 
ccatgttggt 
tacatgttta 
taaaagacag 
aagttcttta 
ateaagatca 
caggatatat 
ttttgtttta 
gagagatgca 
tttcagtttt 
agtaagactt 
ggtttcttct 
gcaactcaat 
aaacacaaat 
eaactaggat 
atactacctg 
aattcaaaaa 
cctaaggaga 
aaeatatgte 
ctcaacttag 
ataaaatggt 



tacactaaaa 
agcacttttc 
actaattttt 
agactttaea 
agcacaaaat 
aatggtctct 
ctaccagttt 
gaettgettt 
ttagggtaca 
gtgctgaacc 
aagtatttac 
caataaaaga 
gatatcaata 
taattttata 
gagttggctg 
ettatgtgge 
attttttaaa 
cttgcgttca 
tgcatggagt 
cattggtaat 
ttctgaagca 
cttcatatat 
tccctactaa 
caattttata 
gttgtagcaa 
gtgtgaaatc 
agttttgtta 
gctcagtgaa 



gaaaatggce 
atggacagaa 
ttcaatttat 
aaagcaaaca 
tatcgactct 
tttatcctat 
ttgtttctca 
tctttttett 
egagcacaac 
cagtaactcg 
tattaccccc 
ccagtgtcat 
ttaaeacttg 
gaagagtctc 
attgagactg 
aaagaactgg 
aagaaaatta 
tccataeeaa 
aaaacatttt 
taaaatttta 
attagtggta 
acttaattta 
cctccaceag 
catgtatttt 
tttctatact 
cagcaactga 
eagttgtagc 
atatatatat 



ttcttgactg 
atgctcaate 
tttttcacct 
aagcagaett 
ggcgagattt 
caeaaaaaaa 
agctcagtgc 
tttttatacc 
gtgcaggtta 
tcatttgatt 
ttctaatgtt 
ccatttaggt 
acattattgg 
tatagaactg 
caacaactae 
atattaaact 
atttgcatcc 
caaagtcata 
gtaattttcc 
gaaatgattt 
aaaagtattt 
attagtcagg 
caacetggac 
tgtatctttt 
attcatctec 
attgtggtca 
taeatactea 
tatacttatt 



tgaagagctg 
gtgcaetgca 
teatttttct 
tgtccttttg 
aaaateaggt 
gaeatagata 
atagtggtaa 
ecacaattct 
gttacatatg 
tattaaaagc 
tgcataattc 
agcaagacat 
accccccatt 
tcctcatagc 
atctatattt 
ttgeaaaaga 
ctcgtttaat 
aagagcatat 
tcaaaagatg 
ttagctctag 
ttccccacta 
catccatttt 
tgeeteagca 
ctgtgtgtaa 
tgtccttcag 
cgattgtatg 
atgtatcaae 
ttaaataatt 



<210> 62 

<211> 1042 

<212> PRT 

<213> Homo Sapien 

<400> 62 

Met Lys Gin Ser Pro Ala Leu Ala Pro Glu Glu Arg Tyr Arg Arg Ala 

15 10 15 

Gly Ser Pro Lys Pro Val Leu Arg Ala Asp Asp Asn Asn Met Gly Asn 

20 25 30 

Gly Cys Ser Gin Lys Leu Ala Thr Ala Asn Leu Leu Arg Phe Leu Leu 

35 40 45 

Leu Val Leu He Pro Cys He Cys Ala Leu Val Leu Leu Leu Val He 

50 55 60 

Leu Leu Ser Tyr Val Gly Thr Leu Gin Lys Val Tyr Phe Lys Ser Asn 
65 70 75 80 

Gly Ser Glu Pro Leu Val Thr Asp Gly Glu He Gin Gly Ser Asp Val 

85 90 95 

He Leu Thr Asn Thr He Tyr Asn Gin Ser Thr Val Val Ser Thr Ala 

100 105 110 

His Pro Asp Gin His Val Pro Ala Trp Thr Thr Asp Ala Ser Leu Pro 

115 120 125 

Gly Asp Gin Ser His Arg Asn Thr Ser Ala Cys Met Asn He Thr His 

130 135 140 

Ser Gin Cys Gin Met Leu Pro Tyr His Ala Thr Leu Thr Pro Leu Leu 



3292 
3352 
3412 
3472 
3532 
3592 
3652 
3712 
3772 
3832 
3892 
3952 
4012 
4072 
4132 
4192 
4252 
4312 
4372 
4432 
4492 
4552 
4612 
4672 
4732 
4792 
4852 
4912 
4933 
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145 










150 










155 










± o u 


Ser 


Val 


Val 


Arg 


Asn 


Met 


Glu 


Met 


Glu 


Lys 


Phe 


Leu 


Lys 


Phe 


Fne 


Thr 








165 










170 










± / D 




Tyr 


Leu 


His 


Arg 


Leu 


Ser 


Cys 


Tyr 


Gin 


His 


He 


Met 


Leu 


Phe 


Giy 


Cys 






180 










185 










190 






Thr 


Leu 


Ala 


Phe 


Pro 


Glu 


Cys 


He 


He 


Asp 


Gly Asp Asp 


Ser 


His 


taxy 






195 










2 0 0 










205 








Leu 


Leu 


Pro 


Cys 


Arg 


Ser 


Phe 


Cys 


Glu 


Ala 


Ala 


Lys 


Glu Gly 


Cys 


Glu 




210 








215 










220 










Ser 


Val 


Leu 


Gly 


Met 


Val 


Asn 


Tyr 


Ser 


Trp 


Pro 


Asp 


Phe 


Leu 


Arg 


Cys 


225 








230 










235 












Ser 


Gin 


Phe 


Arg 


Asn 


Gin 


Thr 


Glu 


Ser 


Ser 


Asn 


Val 


Ser 


Arg 


He 


Cys 








245 










250 










O IT IT 




Phe 


Ser 


Pro 


Gin 


Gin 


Glu 


Asn 


Gly 


Lys 


Gin 


Leu 


Leu 


Cys 


Gly 


Arg 


Gly 








260 










265 










270 






Glu 


Asn 


Phe 


Leu 


Cys 


Ala 


Ser 


Gly 


He 


Cys 


He 


Pro 


Gly 


Lys 


Leu 


Gin 






275 








280 










285 








Cys 


Asn 


Gly 


Tyr 


Asn 


Asp 


Cys 


Asp 


Asp 


Trp 


Ser 


Asp 


Glu 


Ala 


His 


Cys 


290 










295 










300 










Asn 


Cys 


Ser 


Glu 


Asn 


Leu 


Phe 


His 


Cys 


His 


Thr 


Gly 


Lys 


Cys 


Leu 


Asn 


305 








310 










315 










"3 O A 


Tyr 


Ser 


Leu 


Val 


Cys 


Asp 


Gly 


Tyr 


Asp 


Asp 


Cys 


Gly 


Asp 


Leu 


Ser 


Asp 








325 










330 










335 




Glu 


Gin 


Asn 


Cys 


Asp 


Cys 


Asn 


Pro 


Thr 


Thr 


Glu 


His 


Arg 


Cys 


Gly 


Asp 








340 










345 










350 






Gly Arg 


Cys 


He 


Ala 


Met 


Glu 


Trp 


Val 


Cys 


Asp 


Gly 


Asp 


His 


Asp 


Cys 






355 










360 










365 








Val 


Asp 


Lys 


Ser 


Asp 


Glu 


Val 


Asn 


Cys 


Ser 


Cys 


His 


Ser 


Gin 


Gly 


Leu 




370 










375 










380 










Val 


Glu 


Cys 


Arg 


Asn 


Gly 


Gin 


Cys 


He 


Pro 


Ser 


Thr 


Phe 


Gin 


Cys 


Asp 


385 






390 










395 










400 


Gly Asp 


Glu 


Asp 


Cys 


Lys 


Asp 


Gly 


Ser 


Asp 


Glu 


Glu 


Asn 


Cys 


Ser 


Val 










405 










410 










415 




He 


Gin 


Thr 


Ser 


Cys 


Gin 


Glu 


Gly 


Asp 


Gin 


Arg 


Cys 


Leu 


Tyr 


Asn 


Pro 








420 








425 










430 






Cys 


Leu 


Asp 


Ser 


Cys 


Gly Gly 


Ser 


Ser 


Leu 


Cys 


Asp 


Pro 


Asn 


Asn 


Ser 




435 










440 










445 








Leu 


Asn 


Asn 


Cys 


Ser 


Gin 


Cys 


Glu 


Pro 


He 


Thr 


Leu 


Glu 


Leu 


Cys 


Met 




450 








455 










460 










Asn 


Leu 


Pro 


Tyr 


Asn 


Ser 


Thr 


Ser 


Tyr 


Pro 


Asn 


Tyr 


Phe 


Gly 


His 


Arg 


4S5 








470 










475 










480 


Thr 


Gin 


Lys 


Glu 


Ala 


Ser 


He 


Ser 


Trp 


Glu 


Ser 


Ser 


Leu 


Phe 


Pro 


Ala 








485 










490 










495 




Leu 


Val 


Gin 


Thr 


Asn 


Cys 


Tyr 


Lys 


Tyr 


Leu 


Met 


Phe 


Phe 


Ser 


Cys 


Thr 








500 










505 










510 






He 


Leu 


Val 


Pro 


Lys 


Cys 


Asp 


Val 


Asn 


Thr 


Gly 


Glu 


Arg 


He 


Pro 


Pro 






515 










520 










525 








Cys 


Arg 


Ala 


Leu 


Cys 


Glu 


His 


Ser 


Lys 


Glu 


Arg 


Cys 


Glu 


Ser 


Val 


Leu 


530 










535 










540 










Gly 


He 


Val 


Gly 


Leu 


Gin 


Trp 


Pro 


Glu 


Asp 


Thr 


Asp 


Cys 


Ser 


Gin 


Phe 


545 










550 










555 










560 


Pro 


Glu 


Glu 


Asn 


Ser 


Asp 


Asn 


Gin 


Thr 


Cys 


Leu 


Met 


Pro 


Asp 


Glu 


Tyr 










565 








570 










575 




Val 


Glu 


Glu 


Cys 


Ser 


Pro 


Ser 


His 


Phe 


Lys 


Cys 


Arg 


Ser 


Gly 


Gin 


Cys 








580 










585 










590 






Val 


Leu 


Ala 


• Ser 


Arg 


Arg 


Cys 


Asp 


Gly Gin 


Ala 


Asp 


Cys 


Asp 


Asp 


Asp 






595 










600 










605 








Ser 


Asp 


Glu 


Glu 


Asn 


Cys 


Gly 


Cys 


Lys 


Glu 


Arg 


Asp 


Leu 


Trp 


Glu 


Cys 




610 










615 










620 










Pro 


Ser 


Asn 


Lys 


Gin 


Cys 


Leu 


Lys 


His 


Thr 


Val 


He 


Cys 


Asp 


Gly 


Phe 


625 








630 










635 










640 


Pro 


Asp 


Cys 


Pro 


Asp 


Tyr 


Met 


Asp 


Glu 


Lys 


Asn 


Cys 


Ser 


Phe 


Cys 


Gin 
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645 



650 



655 



Asp 


Asp 


Glu 


Leu 


Glu 


Cys 


AX a 


Asn 


XIX S 


AX ci 




V d-L 


o ox. 




Asp 


XjSU. 




660 








D DO 










7 0 






Trp 


Cys 


Asp 


Gly 


G±U 


AX a 


Asp 




ocrX 


Aop 








Glu 


Tm 


Asp 


675 










o o u 










o O D 








Cys 


Val 


Thr 


Leu 


Ser 


J. xe 


Asn 


Val 


Asn 


oer 


o c: 1- 




Phe 




Met 


Val 


690 










695 




















His 


Arg 


Ala 


Ala 


Thr 


Glu 


His 


His 


\ Sil. 


L^ys 


AXcl 


Aop 


JL y 


irp 




Glu 


705 








710 










/ X D 












He 


Leu 


Ser 


Gin 


Leu 
725 


Ala 


Cys 


Lys 


CjXn 


Met 
730 


CjXy 


Leu 


Ljxy 




Pro 

/ JD 


O ti J- 


Val 


Thr 


Lys 


Leu 


He 


Gin 


Glu 


Gin 


CjXU 


Lys 


tjXU 


Pro 


Arg 


irp 


Leu 


Thr 






740 










745 










'~j c r\ 






Leu 


His 


Ser 


Asn 


Trp 


Glu 


Ser 


Leu 


Asn 


Gly 


Thr 


Thr 


Leu 


His 


Glu 


Leu 






755 








760 










765 








Leu 


Val 


Asn Gly 


Gin 


Ser 


Cys 


Glu 


Ser 


Arg 


Ser 


Lys 


I Xe 


Ser 


Leu 


Leu 




770 










775 










780 










Cys 


Thr 


Lys 


Gin 


Asp 


Cys 


Gly Arg 


Arg 


Pro 


AX a 


AX a 


Arg 


Met 


Asn 


Lys 


785 








790 










795 










800 


Arg 


He 


Leu 


Gly 


Gly 


Arg 


Thr 


Ser 


Arg 


Pro 


Gly 


Arg 


Trp 


Pro 


Trp 


Gin 








805 










810 










815 




Cys 


Ser 


Leu 


Gin 


Ser 


Glu 


Pro 


Ser 


Gly 


His 


He 


Cys 


Gly 


Cys 


Val 


Leu 






820 










825 










83 0 






He 


Ala 


Lys 


Lys 


Trp 


Val 


Leu 


Thr 


Val 


Ala 


His 


Cys 


Phe 




Gly Arg 






835 








840 










845 








Glu 


Asn 
850 


Ala 


Ala 


Val 


Trp 


Lys 
855 


Val 


Val 


Leu 


Gly 


He 
860 


Asn 


Asn 


Leu 


Asp 


His 


Pro 


Ser 


Val 


Phe 


Met 


Gin 


Thr 


Arg 


Phe 


Val 


Lys 


Thr 


-r~X ^ 

lie 


He 


Leu 


865 










870 










875 










880 


His 


Pro 


Arg 


Tyr 


Ser 


Arg 


Ala 


Val 


Val 


Asp 


Tyr 


Asp 


He 


Ser 


He 


Val 






885 










890 










895 




Glu 


Leu 


Ser 


Glu 


Asp 


He 


Ser 


Glu 


Thr 


Gly 


Tyr 


vax 


Arg 


Pro 


Val 


Cys 








900 








905 










910 






Leu 


Pro 


Asn 
915 


Pro 


Glu 


Gin 


Trp 


Leu 
920 


Glu 


Pro 


Asp 


Thr 


Tyr 
925 


Cys 


Tyr 


He 


Thr 


Gly 


Trp 


Gly 


His 


Met 


Gly 


Asn 


Lys 


Met 


Pro 


Phe 


Lys 


Leu 


Gin 


Glu 




930 








935 










940 










Gly 


Glu 


Val 


Arg 


He 


He 


Ser 


Leu 


Glu 


Hi s 


Cys 


Gin 


Ser 


Tyr 


Phe 


Asp 


945 








950 










955 










960 


Met 


Lys 


Thr 


He 


Thr 


Thr 


Arg 


Met 


He 


Cys 


Ala 


Gly 


Tyr 


Glu 


Ser 


Gly 








965 










970 










975 




Thr 


Val 


Asp 


Ser 


Cys 


Met 


Gly Asp 


Ser 


Gly 


Gly 


Pro 


Leu 


Val 


Cys 


Glu 






980 










985 










990 






Lys 


Pro 


Gly 


Gly 


Arg 


Trp 


Thr 


Leu 


Phe 


Gly 


Leu 


Thr 


Ser 


Trp 


Gly 


Ser 




995 










1000 








1005 






Val 


Cys 


Phe 


Ser 


Lys 


Val 


Leu 


Gly 


Pro 


Gly 


Val 


Tyr 


Ser 


Asn 


Val 


Ser 




1010 








1015 








1020 








Tyr 


Phe 


Val 


Glu 


Trp 


He 


Lys 


Arg 


Gin 


He 


Tyr 


He 


Gin 


Thr 


Phe 


Leu 


1025 








1030 








1035 








104i 


Leu 


Asn 
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<223> Nucleotide sequence encoding human entorkinase 
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<300> 

<308> GenBank HSU09860 
<309> 1995-06-03 

<400> 63 

accagacagt tcttaaatta gcaagccttc aaaaccaaaa atg ggg teg aaa aga 55 

Met Gly Ser Lys Arg 
1 5 



ggc ata tct tct agg cat cat tct etc age tec tat gaa ate atg ttt 
Gly lie Ser Ser Arg His His Ser Leu Ser Ser Tyr Glu lie Met Phe 
10 15 20 



cag agt cat gaa gee aga gcg aca ttt aaa ata aca tec gga gtt aca 
Gin Ser His Glu Ala Arg Ala Thr Phe Lys lie Thr Ser Gly Val Thr 
55 60 65 



ata aaa get gat tta ttt tgt gat gga gaa gta aac tgt cea gat ggt 
lie Lys Ala Asp Leu Phe Cys Asp Gly Glu Val Asn Cys Pro Asp Gly 
200 205 210 



103 



gca get etc ttt gcc ata ttg gta gtg etc tgt get gga tta att gca 151 
Ala Ala Leu Phe Ala He Leu Val Val Leu Cys Ala Gly Leu He Ala 
25 30 35 

gta tec tgc ctg aca ate aag gaa tec caa cga ggt gea gca ctt gga 199 
Val Ser Cys Leu Thr He Lys Glu Ser Gin Arg Gly Ala Ala Leu Gly 
40 45 50 



247 



tat aat cet aat ttg caa gae aaa etc tea gtg gat tte aaa gtt ctt 295 
Tyr Asn Pro Asn Leu Gin Asp Lys Leu Ser Val Asp Phe Lys Val Leu 
70 75 80 85 

get ttt gae ctt cag caa atg ata gat gag ate ttt eta tea age aat 343 
Ala Phe Asp Leu Gin Gin Met He Asp Glu He Phe Leu Ser Ser Asn 
90 95 ICQ 

ctg aag aat gaa tat aag aac tea aga gtt tta caa ttt gaa aat ggc 3 91 

Leu Lys Asn Glu Tyr Lys Asn Ser Arg Val Leu Gin Phe Glu Asn Gly 
105 110 115 

age att ata gtc gta ttt gae ett tte ttt gee cag tgg gtg tea gat 439 
Ser He He Val Val Phe Asp Leu Phe Phe Ala Gin Trp Val Ser Asp 
120 125 130 

caa aat gta aaa gaa gaa ctg att caa ggc ctt gaa gca aat aaa tee 4 87 

Gin Asn Val Lys Glu Glu Leu He Gin Gly Leu Glu Ala Asn Lys Ser 
135 140 145 

age caa ctg gtc act tte cat att gat ttg aac age gtt gat ate eta 535 
Ser Gin Leu Val Thr Phe His He Asp Leu Asn Ser Val Asp He Leu 
150 155 160 165 

gae aag eta aca ace ace agt cat ctg gea act cea gga aat gtc tea 583 
Asp Lys Leu Thr Thr Thr Ser His Leu Ala Thr Pro Gly Asn Val Ser 
170 175 180 

ata gag tgc ctg cet ggt tea agt cet tgt act gat get eta aeg tgt 631 
He Glu Cys Leu Pro Gly Ser Ser Pro Cys Thr Asp Ala Leu Thr Cys 
185 190 195 



679 



tct gae gaa gae aat aaa atg tgt gcc aca gtt tgt gat gga aga ttt 727 
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Ser Asp Glu Asp Asn Lys Met Cys Ala Thr Val Cys Asp Gly Arg Phe 
215 220 225 

ttg tta act gga tea tct ggg tct ttc cag get act cat tat cca aaa 
Leu Leu Thr Gly Ser Ser Gly Ser Phe Gin Ala Thr His Tyr Pro Lys 
230 235 240 245 



gga ctt tec att aaa ctg age ttc gat gat ttt aat aca tat tat aca 

Gly Leu Ser lie Lys Leu Ser Phe Asp Asp Phe Asn Thr Tyr Tyr Thr 

265 270 275 

gat ata tta gat att tat gaa ggt gta gga tea age aag att tta aga 

Asp lie Leu Asp lie Tyr Glu Gly Val Gly Ser Ser Lys He Leu Arg 

280 285 290 

get tct att tgg gaa act aat ect ggc aea ata aga att ttt tee aac 

Ala Ser He Trp Glu Thr Asn Pro Gly Thr He Arg He Phe Ser Asn 

295 300 305 



ggc ttt aat gca aca tat act gca ttt aac age agt gag ctt aat aat 
Gly Phe Asn Ala Thr Tyr Thr Ala Phe Asn Ser Ser Glu Leu Asn Asn 
330 335 340 



eag gat eta aat gat gat aat gaa tgg gaa agg att eag gga age ace 
Gin Asp Leu Asn Asp Asp Asn Glu Trp Glu Arg He Gin Gly Ser Thr 
360 365 370 



775 



ect tct gaa aca agt gtt gtc tgc cag tgg ate ata egt gta aac caa 823 
Pro Ser Glu Thr Ser Val Val Cys Gin Trp He He Arg Val Asn Gin 
250 255 260 



871 



919 



967 



caa gtt act gee ace ttt ett ata gaa tct gat gaa agt gat tat gtt 1015 
Gin Val Thr Ala Thr Phe Leu He Glu Ser Asp Glu Ser Asp Tyr Val 
310 315 320 325 



1063 



tat gag aaa att aat tgt aac ttt gag gat ggc ttt tgt ttc tgg gtc 1111 
Tyr Glu Lys He Asn Cys Asn Phe Glu Asp Gly Phe Cys Phe Trp Val 
345 350 355 



1159 



ttt tct ect ttt act gga ecc aat ttt gae eac act ttt ggc aat get 12 07 

Phe Ser Pro Phe Thr Gly Pro Asn Phe Asp His Thr Phe Gly Asn Ala 
375 380 385 

tea gga ttt tac att tct ace cca act gga cca gga ggg aga caa gaa 1255 

Ser Gly Phe Tyr He Ser Thr Pro Thr Gly Pro Gly Gly Arg Gin Glu 
390 395 400 405 

ega gtg ggg ctt tta age etc ect ttg gae ecc act ttg gag cca get 1303 

Arg Val Gly Leu Leu Ser Leu Pro Leu Asp Pro Thr Leu Glu Pro Ala 

410 415 420 

tgc ett agt ttc tgg tat eat atg tat ggt gaa aat gtc eat aaa tta 13 51 

Cys Leu Ser Phe Trp Tyr His Met Tyr Gly Glu Asn Val His Lys Leu 
425 430 435 

age att aat ate age aat gae caa aat atg gag aag aca gtt ttc caa 13 9 9 

Ser He Asn He Ser Asn Asp Gin Asn Met Glu Lys Thr Val Phe Gin 
440 445 450 

aag gaa gga aat tat gga gae aat tgg aat tat gga caa gta ace eta 1447 

Lys Glu Gly Asn Tyr Gly Asp Asn Trp Asn Tyr Gly Gin Val Thr Leu 
455 460 465 
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aat gaa aca gtt aaa ttt aag gtt get ttt aat get ttt aaa aac aag 14 95 

Asn Glu Thr Val Lys Phe Lys Val Ala Phe Asn Ala Phe Lys Asn Lys 
470 475 480 485 

ate ctg agt gat att gcg ttg gat gac att age eta aca tat ggg att 1543 
lie Leu Ser Asp lie Ala Leu Asp Asp lie Ser Leu Thr Tyr Gly lie 
490 495 500 

tgc aat ggg agt ctt tat cca gaa cca act ttg gtg cca act cct cca 1591 
Cys Asn Gly Ser Leu Tyr Pro Glu Pro Thr Leu Val Pro Thr Pro Pro 
505 510 515 

cca gaa ctt cct acg gac tgt gga gga cct ttt gag ctg tgg gag cca 1639 
Pro Glu Leu Pro Thr Asp Cys Gly Gly Pro Phe Glu Leu Trp Glu Pro 
520 525 530 

aat aca aca tte agt tct acg aac ttt cca aac age tac ect aat ctg 1687 
Asn Thr Thr Phe Ser Ser Thr Asn Phe Pro Asn Ser Tyr Pro Asn Leu 
535 540 545 

get ttc tgt gtt tgg att tta aat gca caa aaa gga aag aat ata eaa 1735 
Ala Phe Cys Val Trp lie Leu Asn Ala Gin Lys Gly Lys Asn lie Gin 
550 555 560 565 

Ctt eat ttt caa gaa ttt gac tta gaa aat att aac gat gta gtt gaa 17 83 

Leu His Phe Gin Glu Phe Asp Leu Glu Asn lie Asn Asp Val Val Glu 
570 575 580 

ata aga gat ggt gaa gaa get gat tec ttg etc tta get gtg tac aca 1831 
lie Arg Asp Gly Glu Glu Ala Asp Ser Leu Leu Leu Ala Val Tyr Thr 
585 590 595 

ggg ect gge cca gta aag gat gtg ttc tct acc aee aac aga atg act 187 9 

Gly Pro Gly Pro Val Lys Asp Val Phe Ser Thr Thr Asn Arg Met Thr 
600 605 610 

gtg ctt etc ate act aac gat gtg ttg gca aga gga ggg ttt aaa gea 1927 
Val Leu Leu lie Thr Asn Asp Val Leu Ala Arg Gly Gly Phe Lys Ala 
615 620 625 

aac ttt act act ggc tat cae ttg ggg att cca gag cca tgc aag gca 1975 
Asn Phe Thr Thr Gly Tyr His Leu Gly lie Pro Glu Pro Cys Lys Ala 
630 635 640 645 

gae cat ttt caa tgt aaa aat gga gag tgt gtt cca ctg gtg aat etc 2023 
Asp His Phe Gin Cys Lys Asn Gly Glu Cys Val Pro Leu Val Asn Leu 
650 655 660 

tgt gac ggt cat ctg cae tgt gag gat gge tea gat gaa gea gat tgt 2 071 

Cys Asp Gly His Leu His Cys Glu Asp Gly Ser Asp Glu Ala Asp Cys 
665 670 675 

gtg cgt ttt tte aat gge aca acg aac aac aat ggt tta gtg egg ttc 2119 
Val Arg Phe Phe Asn Gly Thr Thr Asn Asn Asn Gly Leu Val Arg Phe 
680 685 690 

aga ate cag age ata tgg eat aca get tgt get gag aac tgg acc ace 2167 
Arg lie Gin Ser lie Trp His Thr Ala Cys Ala Glu Asn Trp Thr Thr 
695 700 705 

cag att tea aat gat gtt tgt eaa ctg ctg gga eta ggg agt gga aac 2215 
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Gin lie Ser Asn Asp Val Cys Gin Leu Leu Gly Leu Gly Ser Gly Asn 
710 715 720 725 

tea tea aag cca ate ttc tct acc gat ggt gga cca ttt gtc aaa tta 
Ser Ser Lys Pro lie Phe Ser Thr Asp Gly Gly Pro Phe Val Lys Leu 
730 735 740 



tta cag gat tec ttg att egg tta cag tgt aac cat aaa tct tgt gga 
Leu Gin Asp Ser Leu lie Arg Leu Gin Cys Asn His Lys Ser Cys Gly 
760 765 770 



aat gee aaa gaa ggg gee tgg ccc tgg gtt gtg ggt etg tat tat ggc 
Asn Ala Lys Glu Gly Ala Trp Pro Trp Val Val Gly Leu Tyr Tyr Gly 
790 795 800 805 



aca gca ate eta ggc ctg cat atg aaa tea aat etg acc tct cet caa 
Thr Ala lie Leu Gly Leu His Met Lys Ser Asn Leu Thr Ser Pro Gin 
840 845 850 



2263 



aac aca gca cet gat ggc cac tta ata eta aca ccc agt caa cag tgt 2311 
Asn Thr Ala Pro Asp Gly His Leu lie Leu Thr Pro Ser Gin Gin Cys 
745 750 755 



2359 



aaa aaa ctg gca get caa gac ate acc cca aag att gtt gga gga agt 24 07 

Lys Lys Leu Ala Ala Gin Asp lie Thr Pro Lys lie Val Gly Gly Ser 
775 780 785 



2455 



ggc cga ctg etc tgc ggc gca tct etc gtc age agt gac tgg ctg gtg 2 5 03 

Gly Arg Leu Leu Cys Gly Ala Ser Leu Val Ser Ser Asp Trp Leu Val 
810 815 820 

tec gee gca cac tgc gtg tat ggg aga aac tta gag cca tec aag tgg 2551 
Ser Ala Ala His Cys Val Tyr Gly Arg Asn Leu Glu Pro Ser Lys Trp 
825 830 835 



2599 



aca gtc cet cga tta ata gat gaa att gtc ata aac cet cat tac aat 2 647 

Thr Val Pro Arg Leu lie Asp Glu lie Val lie Asn Pro His Tyr Asn 
855 860 865 

agg cga aga aag gac aac gac att gcc atg atg eat ctg gaa ttt aaa 2695 

Arg Arg Arg Lys Asp Asn Asp lie Ala Met Met His Leu Glu Phe Lys 
870 875 880 885 

gtg aat tac aca gat tac ata caa cet att tgt tta ccg gaa gaa aat 2743 

Val Asn Tyr Thr Asp Tyr lie Gin Pro lie Cys Leu Pro Glu Glu Asn 
890 895 900 

caa gtt ttt cet cca gga aga aat tgt tct att get ggt tgg ggg acg 2791 

Gin Val Phe Pro Pro Gly Arg Asn Cys Ser lie Ala Gly Trp Gly Thr 

905 910 915 

gtt gta tat caa ggt act act gca aac ata ttg caa gaa get gat gtt 283 9 

Val Val Tyr Gin Gly Thr Thr Ala Asn lie Leu Gin Glu Ala Asp Val 
920 925 930 

cet ctt eta tea aat gag aga tgc caa cag cag atg cca gaa tat aac 2887 

Pro Leu Leu Ser Asn Glu Arg Cys Gin Gin Gin Met Pro Glu Tyr Asn 
935 940 945 

att act gaa aat atg ata tgt gca ggc tat gaa gaa gga gga ata gat 2935 
lie Thr Glu Asn Met lie Cys Ala Gly Tyr Glu Glu Gly Gly lie Asp 
950 955 960 965 



-50 of 66- 



24745-1607 



3031 



3079 



tct tgt cag ggg gat tea gga gga cca tta atg tgc caa gaa aac aac 2983 
Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Met Cys Gin Glu Asn Asn 
970 975 980 

agg tgg ttc ctt get ggt gtg ace tea ttt gga tac aag tgt gcc ctg 
Arg Trp Phe Leu Ala Gly Val Thr Ser Phe Gly Tyr Lys Cys Ala Leu 
985 990 995 

cet aat cge ccc gga gtg tat gcc agg gtc tea agg ttt aec gaa tgg 
Pro Asn Arg Pro Gly Val Tyr Ala Arg Val Ser Arg Phe Thr Glu Trp 
1000 1005 1010 

ata caa agt ttt eta eat tag cgeatttctt aaaetaaaca ggaaagtcgc 3130 
lie Gin Ser Phe Leu His * 
1015 

attattttcc cattctactc tagaaagcat ggaaattaag tgtttegtac aaaaatttta 3190 

aaaagttacc aaaggttttt attettacet atgteaatga aatgetaggg ggeeagggaa 3 250 

acaaaatttt aaaaataata aaattcacca tagcaataca gaataacttt aaaataccat 3310 

taaatacatt tgtatttcat tgtgaacagg tatttcttca cagatctcat ttttaaaatt 3370 

cttaatgatt atttttatta cttactgttg tttaaaggga tgttatttta aagcatatac 3430 

catacactta agaaatttga gcagaattta aaaaagaaag aaaataaatt gtttttecea 34 90 

aagtatgtca ctgttggaaa taaactgcca taaattttct agttccagtt tagtttgctg 3550 

etattagcag aaaetcaatt gtttetetgt cttttctatc aaaattttca acatatgcat 3610 

aaccttagta ttttcccaac caatagaaac tatttattgt aagcttatgt eacaggectg 3 670 

gactaaattg attttaegtt ectctt 3696 



<210> 64 

<211> 1019 

<212> PRT 

<213> Homo Sapien 



<400> 64 




























Met 


Gly 


Ser 


Lys 


Arg 


Gly 


He 


Ser 


Ser 


Arg 


His 


His 


Ser 


Leu 


Ser 


Ser 


1 




5 










10 










15 




Tyr 


Glu 


He 


Met 


Phe 


Ala 


Ala 


Leu 


Phe 


Ala 


He 


Leu 


Val 


Val 


Leu 


Cys 






20 










25 










30 






Ala 


Gly 


Leu 


He 


Ala 


Val 


Ser 


Cys 


Leu 


Thr 


He 


Lys 


Glu 


Ser 


Gin 


Arg 




35 










40 










45 








Gly 


Ala 


Ala 


Leu 


Gly 


Gin 


Ser 


His 


Glu 


Ala 


Arg 


Ala 


Thr 


Phe 


Lys 


He 


50 










55 










60 








Val 


Thr 


Ser 


Gly 


Val 


Thr 


Tyr 


Asn 


Pro 


Asn 


Leu 


Gin 


Asp 


Lys 


Leu 


Ser 


65 








70 










75 










80 


Asp 


Phe 


Lys 


Val 


Leu 


Ala 


Phe 


Asp 


Leu 


Gin 


Gin 


Met 


He 


Asp 


Glu 


He 






85 










90 










95 




Phe 


Leu 


Ser 


Ser 
100 


Asn 


Leu 


Lys 


Asn 


Glu 
105 


Tyr 


Lys 


Asn 


Ser 


Arg 
110 


Val 


Leu 


Gin 


Phe 


Glu 


Asn 


Gly 


Ser 


He 


He 


Val 


Val 


Phe 


Asp 


Leu 


Phe 


Phe 


Ala 






115 








12 0 










125 








Gin 


Trp 
130 


Val 


Ser 


Asp 


Gin 


Asn 
135 


Val 


Lys 


Glu 


Glu 


Leu 
140 


He 


Gin 


Gly 


Leu 


Glu 


Ala 


Asn 


Lys 


Ser 


Ser 


Gin 


Leu 


Val 


Thr 


Phe 


His 


He 


Asp 


Leu 


Asn 


145 








150 










155 










160 


Ser 


Val 


Asp 


He 


Leu 


Asp 


Lys 


Leu 


Thr 


Thr 


Thr 


Ser 


His 


Leu 


Ala 


Thr 








165 










170 










175 




Pro 


Gly 


Asn 


Val 


Ser 


He 


Glu 


Cys 


Leu 


Pro 


Gly 


Ser 


Ser 


Pro 


Cys 


Thr 






180 










185 










190 






Asp 


Ala 


Leu 


Thr 


Cys 


He 


Lys 


Ala 


Asp 


Leu 


Phe 


Cys 


Asp 


Gly 


Glu 


Val 




195 










200 










205 








Asn 


Cys 
210 


Pro 


Asp 


Gly 


Ser 


Asp 
215 


Glu 


Asp 


Asn 


Lys 


Met 
220 


Cys 


Ala 


Thr 


Val 
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Cys 


Asp 


Gly 


Arg 


Phe 


Leu 


Leu 


Thr 




Ser 


Ser 


vjj_y 


Ser 


Phe 


m n 


Ala 


225 






O -3 A 
2 -3 U 










'5 c: 
zoo 










240 


Thr 


His 


Tyr 


Pro 


Lys 


Pro 


Ser 


Glu 


Thr 


Ser 


Val 


vax 


Cys 


Gin 


irp 


J- _L 








245 










o c n 










9 R 




lie 


Arg 


Val 


Asn 


Gin 


Gly 


Leu 


Ser 


lie 


Lys 


Leu 


Ser 


Phe 


Asp 


Asp 


IT lie 






260 










Zoo 










270 






Asn 


Thr 


Tyr 


Tyr 


Thr 


Asp 


He 


Leu 


Asp 


He 


Tyr 


GXU 


Gly Val 


oxy 


oer 






275 








Z O U 










285 








Ser 


Lys 


He 


Leu 


Arg 


Ala 


Ser 


He 


Trp 


Glu 


Thr 


Asn 


Pro 


Gly 


Tnr 






290 










295 










o A n 
J U U 










Arg 


He 


Phe 


Ser 


Asn 


Gin 


Val 


Thr 


Ala 


Thr 


Phe 


Leu 


He 


Glu 


oer 


Asp 


305 










310 










3 Xb 










^ z u 


Glu 


Ser 


Asp 


Tyr 


Val 


Gly 


Phe 


Asn 


Ala 


Thr 


Tyr 


Thr 


Ala 


Phe 


Asn 


Ser 






325 










330 










O Q C 

-5 -5 b 




Ser 


Glu 


Leu 


Asn 


Asn 


Tyr 


Glu 


Lys 


He 


Asn 


Cys 


Asn 


Phe 


Glu 


Asp 


vjXy 








340 










345 










350 






Phe 


Cys 


Phe 


Trp 


Val 


Gin 


Asp 


Leu 


Asn 


Asp 


Asp 


Asn 


Glu 


Trp 


CjXU 


Arg 




355 










360 










365 








He 


Gin 


Gly 


Ser 


Thr 


Phe 


Ser 


Pro 


Phe 


Thr 


Gly 


Pro 


Asn 


Phe 


Asp 


His 




370 








375 










380 










Thr 


Phe 


Gly 


Asn 


Ala 


Ser 


Gly 


Phe 


Tyr 


He 


Ser 


Thr 


Pro 


Thr 


Gly 


Pro 


385 








390 










395 










/I n A 
4 U U 


Gly 


Gly 


Arg 


Gin 


Glu 


Arg 


Val 


Gly 


Leu 


Leu 


Ser 


Leu 


Pro 


Leu 


Asp 


Pro 






405 










410 










4 X b 




Thr 


Leu 


Glu 


Pro 


Ala 


Cys 


Leu 


Ser 


Phe 


Trp 


Tyr 


His 


Met 


Tyr 


Gly 


Glu 








420 










425 










430 






Asn 


Val 


His 


Lys 


Leu 


Ser 


He 


Asn 


He 


Ser 


Asn 


Asp 


Gin 


Asn 


Met 


Glu 






435 








440 










445 








Lys 


Thr 


Val 


Phe 


Gin 


Lys 


Glu 


Gly 


Asn 


Tyr 


Gly Asp 


Asn 


Trp 


Asn 


Tyr 


450 










455 










460 










Gly 


Gin 


Val 


Thr 


Leu 


Asn 


Glu 


Thr 


Val 


Lys 


Phe 


Lys 


Val 


Ala 


Phe 


Asn 


465 










470 










475 










4 8 0 


Ala 


Phe 


Lys 


Asn 


Lys 


He 


Leu 


Ser 


Asp 


He 


Ala 


Leu 


Asp 


Asp 


He 


Ser 








485 










490 










4 95 




Leu 


Thr 


Tyr 


Gly 


He 


Cys 


Asn 


Gly 


Ser 


Leu 


Tyr 


Pro 


Glu 


Pro 


Thr 


Leu 






500 










505 










510 






Val 


Pro 


Thr 


Pro 


Pro 


Pro 


Glu 


Leu 


Pro 


Thr 


Asp 


Cys 


Gly 


Gly 


Pro 


Fne 






515 










520 










525 








Glu 


Leu 


Trp 


Glu 


Pro 


Asn 


Thr 


Thr 


Phe 


Ser 


Ser 


Thr 


Asn 


Phe 


Pro 


Asn 




530 








535 










540 










Ser 


Tyr 


Pro 


Asn 


Leu 


Ala 


Phe 


Cys 


Val 


Trp 


He 


Leu 


Asn 


Ala 


CjXn 


Lys 


545 








550 










555 










c ^ n 
bo u 


Gly 


Lys 


Asn 


He 


Gin 


Leu 


His 


Phe 


Gin 


Glu 


Phe 


Asp 


Leu 


Glu 


Asn 


xxe 






565 










570 










C T C 

b / b 




Asn 


Asp 


Val 


Val 


Glu 


He 


Arg 


Asp 


Gly Glu 


Glu 


Ala 


Asp 


Ser 


Leu 


Leu 






580 










585 










590 






Leu 


Ala 


Val 


Tyr 


Thr 


Gly 


Pro 


Gly 


Pro 


Val 


Lys 


Asp 


Val 


Phe 


Ser 


Thr 






595 










600 










605 








Thr 


Asn 


Arg 


Met 


Thr 


Val 


Leu 


Leu 


He 


Thr 


Asn 


Asp 


Val 


Leu 


AX a 


Arg 




o XU 








O X o 










620 










Gly 


Gly 


Phe 


Lys 


Ala 


Asn 


Phe 


Thr 


Thr 


Gly 


Tyr 


His 


Leu 


Gly 


He 


Pro 


625 






630 










635 










640 


Glu 


Pro 


Cys 


Lys 


Ala 


Asp 


His 


Phe 


Gin 


Cys 


Lys 


Asn 


Gly 


Glu 


Cys 


Val 






645 










650 










655 




Pro 


Leu 


Val 


Asn 


Leu 


Cys 


Asp 


Gly 


His 


Leu 


His 


Cys 


Glu 


Asp 


Gly 


Ser 








660 










665 










670 






Asp 


Glu 


Ala 


Asp 


Cys 


Val 


Arg 


Phe 


Phe 


Asn 


Gly 


Thr 


Thr 


Asn 


Asn 


Asn 




675 










680 










685 








Gly 


Leu 


Val 


Arg 


Phe 


Arg 


He 


Gin 


Ser 


He 


Trp 


His 


Thr 


Ala 


Cys 


Ala 


690 










695 










700 










Glu 


Asn 


Trp 


Thr 


Thr 


Gin 


He 


Ser 


Asn Asp 


Val 


Cys 


Gin 


Leu 


Leu 


Gly 



705 710 715 720 
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Leu Gly Ser Gly Asn Ser Ser Lys Pro He Phe Ser Thr Asp Gly Gly 

725 730 735 

Pro Phe Val Lys Leu Asn Thr Ala Pro Asp Gly His Leu He Leu Thr 

740 745 750 

Pro Ser Gin Gin Cys Leu Gin Asp Ser Leu He Arg Leu Gin Cys Asn 

755 760 765 

His Lys Ser Cys Gly Lys Lys Leu Ala Ala Gin Asp He Thr Pro Lys 

770 775 780 

He Val Gly Gly Ser Asn Ala Lys Glu Gly Ala Trp Pro Trp Val Val 
785 790 795 800 

Gly Leu Tyr Tyr Gly Gly Arg Leu Leu Cys Gly Ala Ser Leu Val Ser 

805 810 815 

Ser Asp Trp Leu Val Ser Ala Ala His Cys Val Tyr Gly Arg Asn Leu 

820 825 830 

Glu Pro Ser Lys Trp Thr Ala lie Leu Gly Leu His Met Lys Ser Asn 

835 840 845 

Leu Thr Ser Pro Gin Thr Val Pro Arg Leu He Asp Glu He Val He 

850 855 860 

Asn Pro His Tyr Asn Arg Arg Arg Lys Asp Asn Asp He Ala Met Met 
865 870 875 880 

His Leu Glu Phe Lys Val Asn Tyr Thr Asp Tyr He Gin Pro He Cys 

885 890 895 

Leu Pro Glu Glu Asn Gin Val Phe Pro Pro Gly Arg Asn Cys Ser He 

900 905 910 

Ala Gly Trp Gly Thr Val Val Tyr Gin Gly Thr Thr Ala Asn He Leu 

915 920 925 

Gin Glu Ala Asp Val Pro Leu Leu Ser Asn Glu Arg Cys Gin Gin Gin 

930 935 940 

Met Pro Glu Tyr Asn He Thr Glu Asn Met He Cys Ala Gly Tyr Glu 
945 950 955 960 

Glu Gly Gly He Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Met 

965 970 975 

Cys Gin Glu Asn Asn Arg Trp Phe Leu Ala Gly Val Thr Ser Phe Gly 

980 985 990 

Tyr Lys Cys Ala Leu Pro Asn Arg Pro Gly Val Tyr Ala Arg Val Ser 

995 1000 1005 

Arg Phe Thr Glu Trp He Gin Ser Phe Leu His 
1010 1015 

<210> 65 

<211> 1500 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> CDS 

<222> (62) . . . (1318) 

<22 3> Nucleotide sequence encoding human airway 
trypsin-like protease 

<300> 

<308> GenBank AB002134 

<309> 1998-06-04 

<400> 65 

gagtgggaat ctcaaagcag ttgagtaggc agaaaaaaga acctcttcat taaggattaa 
a atg tat agg cca gca cgt gta act teg act tea aga ttt ctg aat cca 
Met Tyr Arg Pro Ala Arg Val Thr Ser Thr Ser Arg Phe Leu Asn Pro 
15 10 15 



60 
109 



tat gta gta tgt ttc att gtc gtc gca ggg gta gtg ate ctg gca gtc 157 
Tyr Val Val Cys Phe He Val Val Ala Gly Val Val He Leu Ala Val 
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20 25 30 

acc ata get eta ctt gtt tac ttt tta get ttt gat caa aaa tct tac 
Thr He Ala Leu Leu Val Tyr Phe Leu Ala Phe Asp Gin Lys Ser Tyr 
35 40 45 



tta aat tea eca get aca cag gaa tac agg act ttg agt gga aga att 
Leu Asn Ser Pro Ala Thr Gin Glu Tyr Arg Thr Leu Ser Gly Arg He 
65 70 75 80 

gaa tct ctg att act aaa aca ttc aaa gaa tea aat tta aga aat eag 
Glu Ser Leu He Thr Lys Thr Phe Lys Glu Ser Asn Leu Arg Asn Gin 
85 90 95 

ttc ate aga get cat gtt gee aaa ctg agg caa gat ggt agt ggt gtg 
Phe He Arg Ala His Val Ala Lys Leu Arg Gin Asp Gly Ser Gly Val 
100 105 110 

aga gcg gat gtt gte atg aaa ttt caa ttc act aga aat aac aat gga 
Arq Ala Asp Val Val Met Lys Phe Gin Phe Thr Arg Asn Asn Asn Gly 
115 120 125 

gea tea atg aaa age aga att gag tct gtt tta cga caa atg ctg aat 
Ala Ser Met Lys Ser Arg He Glu Ser Val Leu Arg Gin Met Leu Asn 
130 135 140 

aac tct gga aac ctg gaa ata aac cet tea act gag ata aca tea ctt 
Asn Ser Gly Asn Leu Glu He Asn Pro Ser Thr Glu He Thr Ser Leu 
145 150 155 160 

act gae eag get gea gea aat tgg ctt att aat gaa tgt ggg gee ggt 
Thr Asp Gin Ala Ala Ala Asn Trp Leu He Asn Glu Cys Gly Ala Gly 
165 170 175 

cca gae eta ata aca ttg tct gag eag aga ate ett gga ggc act gag 
Pro Asp Leu He Thr Leu Ser Glu Gin Arg He Leu Gly Gly Thr Glu 
180 185 190 

get gag gag gga age tgg ecg tgg caa gtc agt ctg egg etc aat aat 
Ala Glu Glu Gly Ser Trp Pro Trp Gin Val Ser Leu Arg Leu Asn Asn 
195 200 205 



gee cae eac tgt gga ggc age ctg ate aat aac atg tgg ate ctg aca 
Ala His His Cys Gly Gly Ser Leu He Asn Asn Met Trp He Leu Thr 
210 215 220 

gea get cae tge ttc aga age aac tct aat cet cgt gae tgg att gcc 
Ala Ala His Cys Phe Arg Ser Asn Ser Asn Pro Arg Asp Trp He Ala 
225 230 235 240 

aeg tct ggt att tec aca aca ttt cet aaa eta aga atg aga gta aga 
Thr Ser Gly He Ser Thr Thr Phe Pro Lys Leu Arg Met Arg Val Arg 
245 250 255 

aat att tta att cat aac aat tat aaa tct gea act cat gaa aat gae 
Asn He Leu He His Asn Asn Tyr Lys Ser Ala Thr His Glu Asn Asp 
260 265 270 



205 



ttt tat agg age agt ttt caa etc eta aat gtt gaa tat aat agt cag 2 53 

Phe Tyr Arg Ser Ser Phe Gin Leu Leu Asn Val Glu Tyr Asn Ser Gin 
50 55 60 



301 



349 



397 



445 



493 



541 



589 



637 



685 



733 



781 



829 



877 
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att gca ctt gtg aga ctt gag aac agt gtc acc ttt acc aaa gat ate 
He Ala Leu Val Arg Leu Glu Asn Ser Val Thr Phe Thr Lys Asp He 
275 280 285 

cat agt gtg tgt etc cca get get ace cag aat att cca cet gge tet 
His Ser Val Cys Leu Pro Ala Ala Thr Gin Asn He Pro Pro Gly Ser 
290 295 300 



gtt cca gag eta agg caa gga cag gtc aga ata ata agt aat gat gta 
Val Pro Glu Leu Arg Gin Gly Gin Val Arg He He Ser Asn Asp Val 
325 330 335 



gtg tat act cga gtg aea gee tae ctt gae tgg att agg caa caa act 
Val Tyr Thr Arg Val Thr Ala Tyr Leu Asp Trp He Arg Gin Gin Thr 
405 410 415 



24745-1607 



925 



973 



act get tat gta aca gga tgg ggc get caa gaa tat get gge cae aca 1021 
Thr Ala Tyr Val Thr Gly Trp Gly Ala Gin Glu Tyr Ala Gly His Thr 
305 310 315 320 



1069 



tgt aat gca eea eat agt tat aat gga gee ate ttg tct gga atg etg 1117 
Cys Asn Ala Pro His Ser Tyr Asn Gly Ala He Leu Ser Gly Met Leu 
340 345 350 

tgt get gga gta cet caa ggt gga gtg gae gca tgt cag ggt gae tct 1165 
Cys Ala Gly Val Pro Gin Gly Gly Val Asp Ala Cys Gin Gly Asp Ser 
355 360 365 

ggt gge eea eta gta caa gaa gae tea egg egg ctt tgg ttt att gtg 1213 
Gly Gly Pro Leu Val Gin Glu Asp Ser Arg Arg Leu Trp Phe He Val 
370 375 380 

ggg ata gta age tgg gga gat cag tgt ggc etg ccg gat aag cca gga 1261 
Gly He Val Ser Trp Gly Asp Gin Cys Gly Leu Pro Asp Lys Pro Gly 
385 390 395 400 



1309 



ggg ate tag tgcaacaagt gcatccctgt tgeaaagtct gtatgcaggt 1358 
Gly He * 



1500 



gtgcctgtct taaattccaa agctttacat ttcaactgaa aaagaaaeta gaaatgtcct 1418 
aatttaaeat cttgttaeat aaatatggtt taaeaaacac tgtttaaeet ttetttatta 1478 
ttaaaggttt tctattttet ec 

<210> 66 
<211> 418 
<212> PRT 
<213> Homo Sapien 

<400> 66 

Met Tyr Arg Pro Ala Arg Val Thr Ser Thr Ser Arg Phe Leu Asn Pro 

15 10 15 

Tyr Val Val Cys Phe He Val Val Ala Gly Val Val He Leu Ala Val 

20 25 30 

Thr He Ala Leu Leu Val Tyr Phe Leu Ala Phe Asp Gin Lys Ser Tyr 

35 40 45 

Phe Tyr Arg Ser Ser Phe Gin Leu Leu Asn Val Glu Tyr Asn Ser Gin 

50 55 60 

Leu Asn Ser Pro Ala Thr Gin Glu Tyr Arg Thr Leu Ser Gly Arg He 
65 70 75 80 

Glu Ser Leu He Thr Lys Thr Phe Lys Glu Ser Asn Leu Arg Asn Gin 
85 90 95 
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Phe 


He 


Arg 


Ala 


His 


val 


7\ "1 =a 

Ala 


Lys 


Leu 


Arg 








Ser 


Gly Val 






100 










105 










110 






Arg 


Ala 


Asp 


Val 


val 


Mec 


Lys 






irllci: 


J. llx. 


"■-^ y 


Asn 


Asn 


Asn 


lirXy 




115 




















125 








Ala 


Ser 


Met 


Lys 


Ser 


Arg 






OCX 


V dx 


Lsu. 


Arg 


Gin 


Met 


Leu 


Asn 




130 


















14 0 










Asn 


Ser Gly 


Asn 


Leu 


IjlU 




Aon 


JrXO 


OCX 


X IIX. 


Glu 


He 


Thr 


Ser 


Leu 


145 










lb U 










X _j o 










160 


Thr 


Asp 


Gin 


Ala 


Ala 


Ala 


Asn 


m 

Trp 


Leu 


X xe 


Asn 






vjx y 


Ala 


Gly 








165 










170 










175 




Pro 


Asp 


Leu 


He 


Thr 


Leu 


Ser 


/"* T 1 1 

Glu 


Gin 


Arg 


1 le 


Leu 




(^1 17- 

\jxy 


Thr 


Glu 






180 










185 










190 






Ala 


Glu 


Glu 


Gly 


Ser 


Trp 


Pro 


Trp 


y-i 

ijin 


va.x 


oer 


Leu 




Leu 


Asn 


Asn 






195 








o A n 
z u u 










2 05 








Ala 


His 


His 


Cys 


Gly 


Gly 


Ser 


Leu 


xie 


Asn 


Asn 




irp 




Leu 


Thr 




210 








ZlD 










9 9 n 

^ ^ u 








Ala 


Ala 


Ala 


His 


Cys 


Phe 


Arg 


Ser 


Asn 


Ser 


Asn 


Pro 


Airy 






He 


225 








230 










235 










240 


Thr 


Ser 


Gly 


He 


Ser 


Thr 


Thr 


Phe 


Pro 


Lys 


Leu 


Arg 


Nec 


Arg 


Val 


Arg 








245 










o c n 
^ b U 










255 




Asn 


He 


Leu 


He 
250 


His 


Asn 


Asn 


Tyr 


Lys 
265 


Ser 


Ala 


Tiir 


rilS 


^jtXU 

270 


Asn 


Asp 


He 


Ala 


Leu 
275 


Val 


Arg 


Leu 


Glu 


Asn 
280 


Ser 


Val 


Thr 


pne 


Thr 

O Q R 
A O Z) 


Lys 


Asp 


He 


His 


Ser 


Val 


Cys 


Leu 


Pro 


Ala 


Ala 


Thr 


Gin 


Asn 


lie 


Pro 


Pro 


Gly 


Ser 




290 








295 










"2 n n 
o u u 










Thr 


Ala 


Tyr 


Val 


Thr 


Gly 


Trp 


Gly Ala 


Gin 


Glu 


Tyr 


Ala 


Gly 


His 


Thr 


305 








310 










"Die 

31b 










320 


Val 


Pro 


Glu 


Leu 


Arg 

J ^ 3 


Gin 


Gly 


Gin 


Val 


Arg 
33 0 


1 le 


j_xe 


Ser 


Asn 


Asp 
335 


V d X 


Cys 


Asn 


Ala 


Pro 


His 


Ser 


Tyr 


Asn 


Gly 


Ala 


He 


Leu 


Ser 


Gly 


Met 


Leu 






340 










345 










350 






Cys 


Ala 


Gly 


Val 


Pro 


Gin Gly 


Gly 


Val 


Asp 


Ala 


Cys 


Gin 


Gly Asp 


Ser 




355 










360 










365 








Gly 


Gly 


Pro 


Leu 


Val 


Gin 


Glu 


Asp 


Ser 


Arg 


Arg 


Leu 


Trp 


Phe 


He 


Val 


370 










375 










380 










Gly 


He 


Val 


Ser 


Trp 


Gly Asp 


Gin 


Cys 


Gly 


Leu 


Pro 


Asp 


Lys 


Pro 


Gly 


385 










390 










395 










400 


Val 


Tyr 


Thr 


Arg 


Val 


Thr 


Ala 


Tyr 


Leu 


Asp 


Trp 


He 


Arg 


Gin 


Gin 


Thr 








405 










410 










415 




Gly 


He 































<210> 67 

<211> 1783 

<212> DNA 

<:213> Homo Sapien 

<220> 
<221> CDS 

<222> (246) . . . (1499) 

<223> Nucleotide sequence encoding human hepsin 
<300> 

<30B> GenBank M18930 
<309> 1993-06-11 

<400> 67 

tcgagcccgc tttccaggga ccctacctga gggcccacag gtgaggcagc ctggcctagc 
aggccccacg ccaccgcctc tgcctccagg ccgcccgctg ctgcggggcc accatgctcc 
tgcccaggcc tggagactga cccgaccccg gcactacctc gaggctccgc ccccacctgc 
tggaccccag ggtcccaccc tggcccagga ggtcagccag ggaatcatta acaagaggca 
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60 
120 
180 
240 



gtgac atg gcg cag aag gag ggt ggc egg act gtg cca tgc tgc tec aga 
Met Ala Gin Lys Glu Gly Gly Arg Thr Val Pro Cys Cys Ser Arg 
15 10 15 

ccc aag gtg gca get etc act geg ggg acc etg eta ctt ctg aca gee 
Pro Lys Val Ala Ala Leu Thr Ala Gly Thr Leu Leu Leu Leu Thr Ala 
20 25 30 

ate ggg gcg gca tec tgg gee att gtg get gtt etc etc agg agt gae 
He Gly Ala Ala Ser Trp Ala lie Val Ala Val Leu Leu Arg Ser Asp 
35 40 45 



ace cag agg ctg ctg gag gtc ate tec gtg tgt gat tgc ccc aga ggc 
Thr Gin Arg Leu Leu Glu Val He Ser Val Cys Asp Cys Pro Arg Gly 
130 135 140 



160 165 170 175 

tgg caa gtc age ctt cgc tat gat gga gca eac etc tgt ggg gga tec 
Trp Gin Val Ser Leu Arg Tyr Asp Gly Ala His Leu Cys Gly Gly Ser 
180 185 190 

ctg etc tec ggg gae tgg gtg etg aca gee gee cac tgc ttc ecg gag 
Leu Leu Ser Gly Asp Trp Val Leu Thr Ala Ala His Cys Phe Pro Glu 
195 200 205 

egg aae egg gtc etg tee ega tgg ega gtg ttt gee ggt gee gtg gee 
Arg Asn Arg Val Leu Ser Arg Trp Arg Val Phe Ala Gly Ala Val Ala 
210 215 220 

cag gee tet ccc cac ggt ctg cag ctg ggg gtg cag get gtg gtc tac 
Gin Ala Ser Pro His Gly Leu Gin Leu Gly Val Gin Ala Val Val Tyr 
225 230 235 

eac ggg ggc tat ett eec ttt egg gae ccc aae age gag gag aae age 
His Gly Gly Tyr Leu Pro Phe Arg Asp Pro Asn Ser Glu Glu Asn Ser 
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290 



338 



386 



cag gag ceg ctg tac cca gtg cag gtc age tet gcg gae get egg etc 434 
Gin Glu Pro Leu Tyr Pro Val Gin Val Ser Ser Ala Asp Ala Arg Leu 
50 55 60 

atg gtc ttt gae aag acg gaa ggg acg tgg egg ctg ctg tgc tee teg 482 
Met Val Phe Asp Lys Thr Glu Gly Thr Trp Arg Leu Leu Cys Ser Ser 
65 70 75 

cge tec aae gee agg gta gee gga etc age tgc gag gag atg ggc ttc 53 0 

Arg Ser Asn Ala Arg Val Ala Gly Leu Ser Cys Glu Glu Met Gly Phe 
80 85 90 95 

etc agg gca ctg acc cac tec gag ctg gae gtg ega acg gcg ggc gcc 578 
Leu Arg Ala Leu Thr His Ser Glu Leu Asp Val Arg Thr Ala Gly Ala 
100 105 110 

aat ggc acg teg ggc ttc ttc tgt gtg gae gag ggg agg ctg eec cac 626 
Asn Gly Thr Ser Gly Phe Phe Cys Val Asp Glu Gly Arg Leu Pro His 
115 120 125 



674 



cgt ttc ttg gee gee ate tgc caa gae tgt gge cgc agg aag ctg cec 722 
Arg Phe Leu Ala Ala He Cys Gin Asp Cys Gly Arg Arg Lys Leu Pro 
145 150 155 

gtg gae cgc ate gtg gga gge egg gae ace age ttg ggc egg tgg ecg 7 70 

Val Asp Arg He Val Gly Gly Arg Asp Thr Ser Leu Gly Arg Trp Pro 



818 



866 



914 



962 



1010 
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240 



245 250 255 



aac gat att gcc ctg gtc cac etc tec agt ccc ctg ccc etc aca gaa 

Asn Asp lie Ala Leu Val His Leu Ser Ser Pro Leu Pro Leu Thr Glu 
260 265 270 

tac ate cag cct gtg tgc etc cca get gcc ggc eag gcc ctg gtg gat 

Tyr lie Gin Pro Val Cys Leu Pro Ala Ala Gly Gin Ala Leu Val Asp 

275 280 285 



ggc aag ate tgt ace gtg acg ggc tgg ggc aac acg cag tac tat ggc 
Gly Lys lie Cys Thr Val Thr Gly Trp Gly Asn Thr Gin Tyr Tyr Gly 
290 295 300 

caa cag gcc ggg gta etc cag gag get ega gtc ccc ata ate age aat 
Gin Gin Ala Gly Val Leu Gin Glu Ala Arg Val Pro He He Ser Asn 



305 310 315 



gat gtc tgc aat ggc get gac ttc tat gga aac cag ate aag ccc aag 
Asp Val Cys Asn Gly Ala Asp Phe Tyr Gly Asn Gin He Lys Pro Lys 
- 325 330 335 



320 



gee cag aag cca ggc gtc tac acc aaa gtc agt gac ttc egg gag tgg 
Ala Gin Lys Pro Gly Val Tyr Thr Lys Val Ser Asp Phe Arg Glu Trp 
385 390 395 

ate ttc cag gcc ata aag act cac tec gaa gcc age ggc atg gtg acc 
He Phe Gin Ala He Lys Thr His Ser Glu Ala Ser Gly Met Val Thr 
400 405 410 415 

cag etc tga ceggtggctt etcgctgcgc agcctecagg geccgaggtg 
Gin Leu * 



1058 



1106 



1154 



1202 



1250 



atg ttc tgt get ggc tac ccc gag ggt ggc att gat gee tgc eag ggc 12 9 8 

Met Phe Cys Ala Gly Tyr Pro Glu Gly Gly He Asp Ala Cys Gin Gly 
340 345 350 

gac age ggt ggt ccc ttt gtg tgt gag gac age ate tct egg acg cca 1346 
Asp Ser Gly Gly Pro Phe Val Cys Glu Asp Ser He Ser Arg Thr Pro 
355 360 365 

cgt tgg egg ctg tgt ggc att gtg agt tgg ggc act ggc tgt gcc ctg 1394 
Arq Trp Arg Leu Cys Gly He Val Ser Trp Gly Thr Gly Cys Ala Leu 
370 375 380 



1442 



1490 



1539 



atcccggtgg tgggatccac gctgggccga ggatgggacg tttttcttet tgggcccggt 1599 

ccacaggtee aaggacacce tecctccagg gtcctctett ccacagtggc gggcccactc 1659 

agceccgaga ccacccaacc tcaccetcct gacccccatg taaatattgt tctgctgtct 1719 

gggactcctg tctaggtgcc cctgatgatg ggatgctctt taaataataa agatggtttt 1779 

gatt 1^^^ 

<210> 68 
<211> 417 
<212> PRT 
<213> Homo Sapien 

<400> 68 

Met Ala Gin Lys Glu Gly Gly Arg Thr Val Pro Cys Cys Ser Arg Pro 

15 10 15 

Lys Val Ala Ala Leu Thr Ala Gly Thr Leu Leu Leu Leu Thr Ala He 
20 25 30 
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Gly 


Ala 


Ala 
35 


Ser 


Trp 


Ala 


He 


Val 
40 


Ala 


Val 


Leu 


Leu 


Arg 
45 


Ser 


Asp 


Gin 


Glu 


Pro 
50 


Leu 


Tyr 


Pro 


Val 


Gin 

55 


Val 


Ser 


Ser 


Ala 


Asp 
SO 


Ala 


Arg 


Leu 


Met 


Val 


Phe 


Asp 


Lys 


Thr 


Glu 


Gly 


Thr 


Trp 


Arg 


Leu 


Leu 


Cys 


Ser 


Ser 


Arg 


55 










70 










75 










80 


Ser 


Asn 


Ala 


Arg 


Val 
85 


Ala 


Gly 


Leu 


Ser 


Cys 
90 


Glu 


Glu 


Met 


Gly 


Phe 
95 


Leu 


Arg 


Ala 


Leu 


Thr 


His 


Ser 


Glu 


Leu 


Asp 


Val 


Arg 


Thr 


Ala 


Gly Ala 


Asn 








100 










105 










110 






Gly 


Thr 


Ser 


Gly 


Phe 


Phe 


Cys 


Val 


Asp 


Glu 


Gly Arg 


Leu 


Pro 


His 


Thr 






115 










120 










125 








Gin 


Arg 
130 


Leu 


Leu 


Glu 


Val 


He 
135 


Ser 


Val 


Cys 


Asp 


Cys 
140 


Pro 


Arg 


Gly 


Arg 


Phe 


Leu 


Ala 


Ala 


He 


Cys 


Gin 


Asp 


Cys 


Gly Arg 


Arg 


Lys 


Leu 


Pro 


Val 


145 










150 










155 










160 


Asp 


Arg 


He 


Val 


Gly 


Gly Arg 


Asp 


Thr 


Ser 


Leu 


Gly 


Arg 


Trp 


Pro 


Trp 










165 










170 










175 




Gin 


Val 


Ser 


Leu 


Arg 


Tyr 


Asp 


Gly Ala 


His 


Leu 


Cys 


Gly 


Gly 


Ser 


Leu 








180 










185 










190 






Leu 


Ser 


Gly Asp 


Trp 


Val 


Leu 


Thr 


Ala 


Ala 


His 


Cys 


Phe 


Pro 


Glu 


Arg 






195 










200 










205 








Asn 


Arg 


Val 


Leu 


Ser 


Arg 


Trp 


Arg 


Val 


Phe 


Ala 


Gly Ala 


Val 


Ala 


Gin 




210 










215 










220 










Ala 


Ser 


Pro 


His 


Gly 


Leu 


Gin 


Leu 


Gly Val 


Gin 


Ala 


Val 


Val 


Tyr 


His 


225 










230 










235 










240 


Gly 


Gly 


Tyr 


Leu 


Pro 
245 


Phe 


Arg 


Asp 


Pro 


Asn 
250 


Ser 


Glu 


Glu 


Asn 


Ser 
255 


Asn 


Asp 


He 


Ala 


Leu 
2S0 


Val 


His 


Leu 


Ser 


Ser 
265 


Pro 


Leu 


Pro 


Leu 


Thr 
270 


Glu 


Tyr 


He 


Gin 


Pro 
275 


Val 


Cys 


Leu 


Pro 


Ala 
280 


Ala 


Gly 


Gin 


Ala 


Leu 
285 


Val 


Asp 


Gly 


Lys 


He 
290 


Cys 


Thr 


Val 


Thr 


Gly 
295 


Trp 


Gly 


Asn 


Thr 


Gin 
300 


Tyr 


Tyr 


Gly 


Gin 


Gin 


Ala 


Gly Val 


Leu 


Gin 


Glu 


Ala 


Arg 


Val 


Pro 


He 


He 


Ser 


Asn 


Asp 


305 










310 










315 










320 


Val 


Cys 


Asn 


Gly 


Ala 
325 


Asp 


Phe 


Tyr 


Gly 


Asn 
330 


Gin 


He 


Lys 


Pro 


Lys 
335 


Met 


Phe 


Cys 


Ala 


Gly 


Tyr 


Pro 


Glu 


Gly 


Gly 


He 


Asp 


Ala 


Cys 


Gin 


Gly Asp 








340 










345 










350 






Ser 


Gly 


Gly 
355 


Pro 


Phe 


Val 


Cys 


Glu 
360 


Asp 


Ser 


He 


Ser 


Arg 
365 


Thr 


Pro 


Arg 


Trp 


Arg 
370 


Leu 


Cys 


Gly 


He 


Val 
375 


Ser 


Trp 


Gly 


Thr 


Gly 
380 


Cys 


Ala 


Leu 


Ala 


Gin 


Lys 


Pro 


Gly 


Val 


Tyr 


Thr 


Lys 


Val 


Ser 


Asp 


Phe 


Arg 


Glu 


Trp 


He 


385 










390 










395 










400 


Phe 


Gin 


Ala 


He 


Lys 
405 


Thr 


His 


Ser 


Glu 


Ala 
410 


Ser 


Gly 


Met 


Val 


Thr 
415 


Gin 



Leu 



<210> 59 

<211> 2479 

<212> DNA 

<213> Homo sapien 

<220> 
<221> CDS 

<222> (57) . . . (1535) 

<2 23> Nucleotide sequence encoding human serine protease 
<300> 
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<308> GenBank U75329 
<309> 1997-10-10 

<400> 69 

gtcatattga acattccaga tacctatcat tactcgatgc tgttgataac agcaag atg 59 

Met 
1 

get ttg aac tea ggg tea cca cca get att gga eet tac tat gaa aac 107 
Ala Leu Asn Ser Gly Ser Pro Pro Ala lie Gly Pro Tyr Tyr Glu Asn 
5 10 15 

cat gga tac caa ccg gaa aac ccc tat ccc gca cag ccc act gtg gtc 155 

His Gly Tyr Gin Pro Glu Asn Pro Tyr Pro Ala Gin Pro Thr Val Val 
20 25 30 

ccc act gtc tac gag gtg cat ccg get cag tac tac ccg tec ccc gtg 2 03 

Pro Thr Val Tyr Glu Val His Pro Ala Gin Tyr Tyr Pro Ser Pro Val 
35 40 45 

ccc cag tac gee ccg agg gtc ctg aeg cag get tec aac ccc gtc gtc 251 

Pro Gin Tyr Ala Pro Arg Val Leu Thr Gin Ala Ser Asn Pro Val Val 

50 55 60 65 

tgc acg cag ccc aaa tec cca tec ggg aca gtg tgc acc tea aag act 299 

Cys Thr Gin Pro Lys Ser Pro Ser Gly Thr Val Cys Thr Ser Lys Thr 
70 75 80 

aag aaa gea etg tge ate acc ttg ace etg ggg ace ttc etc gtg gga 347 

Lys Lys Ala Leu Cys lie Thr Leu Thr Leu Gly Thr Phe Leu Val Gly 
85 90 95 

get geg ctg gee get gge eta etc tgg aag tte atg gge age aag tge 3 95 

Ala Ala Leu Ala Ala Gly Leu Leu Trp Lys Phe Met Gly Ser Lys Cys 
100 105 110 

tec aac tot ggg ata gag tgc gac tec tea ggt acc tgc ate aac ccc 443 

Ser Asn Ser Gly lie Glu Cys Asp Ser Ser Gly Thr Cys lie Asn Pro 
115 120 125 

tet aac tgg tgt gat gge gtg tea eac tge ccc gge ggg gag gac gag 4 91 

Ser Asn Trp Cys Asp Gly Val Ser His Cys Pro Gly Gly Glu Asp Glu 

130 135 140 145 

aat egg tgt gtt cge etc tac gga cca aac ttc ate ett eag atg tac 539 

Asn Arg Cys Val Arg Leu Tyr Gly Pro Asn Phe lie Leu Gin Met Tyr 
150 155 160 

tea tet eag agg aag tee tgg eac cct gtg tgc caa gac gac tgg aac 587 

Ser Ser Gin Arg Lys Ser Trp His Pro Val Cys Gin Asp Asp Trp Asn 
165 170 175 

gag aac tac ggg egg gcg gcc tgc agg gac atg gge tat aag aat aat 635 

Glu Asn Tyr Gly Arg Ala Ala Cys Arg Asp Met Gly Tyr Lys Asn Asn 
180 185 190 

ttt tac tet age caa gga ata gtg gat gac age gga tec acc age ttt 683 

Phe Tyr Ser Ser Gin Gly lie Val Asp Asp Ser Gly Ser Thr Ser Phe 
195 200 205 

atg aaa ctg aac aca agt gee gge aat gtc gat ate tat aaa aaa ctg 731 

Met Lys Leu Asn Thr Ser Ala Gly Asn Val Asp lie Tyr Lys Lys Leu 
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210 215 220 225 

tac cac agt gat gcc tgt tct tea aaa gca gtg gtt tct tta cgc tgt 779 
Tyr His Ser Asp Ala Cys Ser Ser Lys Ala Val Val Ser Leu Arg Cys 
230 235 240 

tta gcc tgc ggg gtc aac ttg aac tea age cgc cag age agg ate gtg 827 
Leu Ala Cys Gly Val Asn Leu Asn Ser Ser Arg Gin Ser Arg lie Val 
245 250 255 

ggc ggt gag age gcg etc ccg ggg gcc tgg ccc tgg cag gtc age etg 8 75 

Gly Gly Glu Ser Ala Leu Pro Gly Ala Trp Pro Trp Gin Val Ser Leu 
260 265 270 . 

cac gtc cag aac gtc cac gtg tgc gga ggc tec ate ate acc ccc gag 923 
His Val Gin Asn Val His Val Cys Gly Gly Ser lie lie Thr Pro Glu 
275 280 285 

tgg ate gtg aca gee gee eae tgc gtg gaa aaa cet ett aac aat cca 971 
Trp lie Val Thr Ala Ala His Cys Val Glu Lys Pro Leu Asn Asn Pro 
290 295 300 305 

tgg cat tgg acg gca ttt gcg ggg att ttg aga caa tct ttc atg ttc 1019 
Trp His Trp Thr Ala Phe Ala Gly lie Leu Arg Gin Ser Phe Met Phe 
310 315 320 

tat gga gcc gga tac caa gta caa aaa gtg att tct eat cca aat tat 1067 
Tyr Gly Ala Gly Tyr Gin Val Gin Lys Val lie Ser His Pro Asn Tyr 
325 330 335 

gac tec aag ace aag aac aat gac att gcg etg atg aag etg cag aag 1115 
Asp Ser Lys Thr Lys Asn Asn Asp lie Ala Leu Met Lys Leu Gin Lys 
340 345 350 

cct etg act ttc aac gac eta gtg aaa cca gtg tgt etg ccc aac cca 1163 
Pro Leu Thr Phe Asn Asp Leu Val Lys Pro Val Cys Leu Pro Asn Pro 
355 360 365 

ggc atg atg etg cag cca gaa cag etc tgc tgg att tec ggg tgg ggg 1211 
Gly Met Met Leu Gin Pro Glu Gin Leu Cys Trp lie Ser Gly Trp Gly 
370 375 380 385 

gcc acc gag gag aaa ggg aag acc tea gaa gtg etg aac get gcc aag 1259 
Ala Thr Glu Glu Lys Gly Lys Thr Ser Glu Val Leu Asn Ala Ala Lys 
390 395 400 

gtg ett etc att gag ac.a cag aga tgc aac age aga tat gtc tat gac 13 07 

Val Leu Leu lie Glu Thr Gin Arg Cys Asn Ser Arg Tyr Val Tyr Asp 
405 410 415 

aac etg ate aca cca gee atg ate tgt gee ggc ttc etg cag ggg aac 1355 
Asn Leu lie Thr Pro Ala Met lie Cys Ala Gly Phe Leu Gin Gly Asn 
420 425 430 

gtc gat tct tgc cag ggt gac agt gga ggg cct etg gtc act teg aac 1403 
Val Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Thr Ser Asn 
435 440 445 

aac aat ate tgg tgg etg ata ggg gat aca age tgg ggt tet ggc tgt 1451 
Asn Asn lie Trp Trp Leu lie Gly Asp Thr Ser Trp Gly Ser Gly Cys 
450 455 460 465 
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gcc aaa get tac aga cca gga gtg tac ggg aat gtg atg gta ttc acg 
Ala Lys Ala Tyr Arg Pro Gly Val Tyr Gly Asn Val Met Val Phe Thr 
470 475 480 



1499 



gac tgg att tat cga caa atg aag gca aac ggc taa tccacatggt 
Asp Trp lie Tyr Arg Gin Met Lys Ala Asn Gly * 
485 490 



1545 



cttcgtcctt 
gatttactct 
ggctttggca 
tccctaaccc 
tgtggaagga 
ggggccaatt 
aaaaaggaga 
ggccacttgg 
gccttagcag 
gtggtagtca 
cagtgccctt 
aggtctccac 
cctccctgac 
gccaagtttg 
tgggggaaat 
ttgatggtgg 



gacgtcgttt 
tagagatgat 
ctctctgcca 
cttgtccgca 
agagggttgg 
ttggatgagc 
gacatggaaa 
tagtgtcccc 
ccctggatgg 
cttgtaaggg 
ggtgcgaggg 
ctgcacattg 
cctgctccta 
gcaccatgtc 
caaggatgct 
tgaccctgag 



tacaagaaaa 
tcagaggtca 
tactgtgcag 
aggggtgatg 
aggctgcccc 
atggagctgt 
gggagacagc 
agcctacttc 
tggccagaaa 
gaacagaaac 
aagcaattga 
ggtggggctc 
gcaccctgga 
ggcctcttca 
cagtttaagg 
ttcaaagcca 



caatggggct 
cttcattttt 
gctgcagtgg 
gccggctggt 
cattgagatc 
cacttctcag 
caggtggcac 
acaaggggat 
taaagggacc 
atttttgttc 
aaaggaactt 
ctgggaggga 
gagtgaatgc 
ggcctgatag 
tacactgttt 
tctt 



ggttttgctt 
attaaacagt 
ctcccctgcc 
tgtgggcact 
ttcctgctga 
ctgctggatg 
ctgcagcggc 
tttgctgatg 
agcccttcat 
ttatggggtg 
gccctgagca 
gactcagcct 
cccttggtcc 
tcattggaaa 
ccatgttatg 



ccccgtgcat 
gaacttgtct 
cagcctgctc 
ggcggtcaat 
gtcctttcca 
acttgagatg 
tgccctctgg 
ggttcttaga 
gggtggtgac 
agaatataga 
ctcctggtgc 
tcctcctcat 
ctggcagggc 
ttgaggtcca 
tttctacaca 



1605 
1665 
1725 
1785 
1845 
1905 
1965 
2025 
2085 
2145 
2205 
2265 
2325 
2385 
2445 
2479 



<210> 70 

<211> 492 

<212> PRT 

<213> Homo sapien 



<400> 70 



Met 


Ala 


Leu 


Asn 


Ser 


Gly 


Ser 


Pro 


Pro 


Ala 


He 


Gly 


Pro 


Tyr 


Tyr 


Glu 


1 








5 










10 










15 




Asn 


His 


Gly 


Tyr 


Gin 


Pro 


Glu 


Asn 


Pro 


Tyr 


Pro 


Ala 


Gin 


Pro 


Thr 


Val 








20 










25 










30 






Val 


Pro 


Thr 


Val 


Tyr 


Glu 


Val 


His 


Pro 


Ala 


Gin 


Tyr 


Tyr 


Pro 


Ser 


Pro 






35 










40 










45 








Val 


Pro 


Gin 


Tyr 


Ala 


Pro 


Arg 


Val 


Leu 


Thr 


Gin 


Ala 


Ser 


Asn 


Pro 


Val 




50 










55 










60 










Val 


Cys 


Thr 


Gin 


Pro 


Lys 


Ser 


Pro 


Ser 


Gly 


Thr 


Val 


Cys 


Thr 


Ser 


Lys 


65 










70 










75 










80 


Thr 


Lys 


Lys 


Ala 


Leu 


Cys 


He 


Thr 


Leu 


Thr 


Leu 


Gly 


Thr 


Phe 


Leu 


Val 










85 










90 










95 




Gly Ala 


Ala 


Leu 


Ala 


Ala 


Gly 


Leu 


Leu 


Trp 


Lys 


Phe 


Met 


Gly 


Ser 


Lys 








100 










105 










110 






Cys 


Ser 


Asn 


Ser 


Gly 


He 


Glu 


Cys 


Asp 


Ser 


Ser 


Gly 


Thr 


Cys 


He 


Asn 






115 










120 










125 








Pro 


Ser 


Asn 


Trp 


Cys 


Asp 


Gly 


Val 


Ser 


His 


Cys 


Pro 


Gly 


Gly 


Glu 


Asp 




130 










135 










14 0 










Glu 


Asn Arg 


Cys 


Val 


Arg 


Leu 


Tyr 


Gly 


Pro 


Asn 


Phe 


He 


Leu 


Gin 


Met 


145 










150 










155 










160 


Tyr 


Ser 


Ser 


Gin 


Arg 


Lys 


Ser 


Trp 


His 


Pro 


Val 


Cys 


Gin 


Asp 


Asp 


Trp 










165 










170 










175 




Asn 


Glu 


Asn 


Tyr 


Gly 


Arg 


Ala 


Ala 


Cys 


Arg 


Asp 


Met 


Gly 


Tyr 


Lys 


Asn 








180 










185 










190 






Asn 


Phe 


Tyr 


Ser 


Ser 


Gin 


Gly 


He 


Val 


Asp 


Asp 


Ser 


Gly 


Ser 


Thr 


Ser 






195 










200 










205 








Phe 


Met 


Lys 


Leu 


Asn 


Thr 


Ser 


Ala 


Gly 


Asn 


Val 


Asp 


He 


Tyr 


Lys 


Lys 




210 










215 










220 










Leu 


Tyr 


His 


Ser 


Asp 


Ala 


Cys 


Ser 


Ser 


Lys 


Ala 


Val 


Val 


Ser 


Leu 


Arg 


225 










230 










235 










240 


Cys 


Leu 


Ala 


Cys 


Gly 


Val 


Asn 


Leu 


Asn 


Ser 


Ser 


Arg 


Gin 


Ser 


Arg 


He 
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245 










250 










255 




Val 


Gly 


Gly 


Glu 


Ser 


Ala 


Leu 


Pro 


Gly Ala 


Trp 


Pro 


Trp 


Gin 


Val 


Ser 








260 










265 










270 






Leu 


His 


Val 
275 


Gin 


Asn 


Val 


His 


Val 
280 


Cys 


Gly 


Gly 


Ser 


He 
285 


He 


Thr 


Pro 


Glu 


Trp 
290 


He 


Val 


Thr 


Ala 


Ala 
295 


His 


Cys 


Val 


Glu 


Lys 
300 


Pro 


Leu 


Asn 


Asn 


Pro 


Trp 


His 


Trp 


Thr 


Ala 


Phe 


Ala 


Gly 


He 


Leu 


Arg 


Gin 


Ser 


Phe 


Met 


305 










310 










315 










320 


Phe 


Tyr 


Gly Ala 


Gly 


Tyr 


Gin 


Val 


Gin 


Lys 


Val 


He 


Ser 


His 


Pro 


Asn 










325 










330 










335 




Tyr Asp 


Ser 


Lys 


Thr 


Lys 


Asn 


Asn 


Asp 


He 


Ala 


Leu 


Met 


Lys 


Leu 


Gin 








340 










345 










350 






Lys 


Pro 


Leu 
355 


Thr 


Phe 


Asn 


Asp 


Leu 
360 


Val 


Lys 


Pro 


Val 


Cys 
365 


Leu 


Pro 


Asn 


Pro 


Gly 


Met 


Met 


Leu 


Gin 


Pro 


Glu 


Gin 


Leu 


Cys 


Trp 


He 


Ser 


Gly 


Trp 




370 










375 










380 






Gly Ala 


Thr 


Glu 


Glu 


Lys 


Gly 


Lys 


Thr 


Ser 


Glu 


Val 


Leu 


Asn 


Ala 


Ala 


385 










390 










395 










400 


Lys 


Val 


Leu 


Leu 


He 
405 


Glu 


Thr 


Gin 


Arg 


Cys 
410 


Asn 


Ser 


Arg 


Tyr 


Val 
415 


Tyr 


Asp 


Asn 


Leu 


He 


Thr 


Pro 


Ala 


Met 


He 


Cys 


Ala 


Gly 


Phe 


Leu 


Gin 


Gly 








420 










425 










430 




Asn 


Val 


Asp 
435 


Ser 


Cys 


Gin 


Gly 


Asp 
440 


Ser 


Gly 


Gly 


Pro 


Leu 
445 


Val 


Thr 


Ser 


Asn 


Asn 


Asn 


He 


Trp 


Trp 


Leu 


He 


Gly Asp 


Thr 


Ser 


Trp 


Gly 


Ser 


Gly 




450 










455 










460 










Cys 


Ala 


Lys 


Ala 


Tyr 


Arg 


Pro 


Gly Val 


Tyr 


Gly 


Asn 


Val 


Met 


Val 


Phe 


465 










470 










475 










480 


Thr 


Asp 


Trp 


He 


Tyr 
485 


Arg 


Gin 


Met 


Lys 


Ala 
490 


Asn 


Gly 











<210> 71 

<211> 2079 

<212> DNA 

<213> Homo sapien 

<220> 

<221> CDS 

<222> (251) . . . (1522) 

<223> Nucleotide sequence encoding transmembrane 
protease, serine 4 (TMPRSS4) 

<300> 

<308> GenBank NM016425 

<309> 2000-11-06 

<400> 71 

gagaggcagc agcttgttca gcggacaagg atgctgggcg tgagggacca aggcctgccc 60 

tgcactcggg cctcctccag ccagtgctga ccagggactt ctgacctgct ggccagccag 12 0 

gacctgtgtg gggaggccct cctgctgcct tggggtgaca atctcagctc caggctacag 180 

ggagaccggg aggatcacag agccagcatg gtacaggatc ctgacagtga tcaacctctg 24 0 

aacagcctcg atg tea aac ccc tgc gca aac ccc gta tec cca tgg aga 289 
Met Ser Asn Pro Cys Ala Asn Pro Val Ser Pro Trp Arg 
15 10 

act tea gaa agt gtg ggg ate ccc ate ate ata gca eta ctg age etg 337 
Pro Ser Glu Ser Val Gly He Pro He He He Ala Leu Leu Ser Leu 
15 20 25 

gcg agt ate ate att gtg gtt gte etc ate aag gtg att ctg gat aaa 385 
Ala Ser He He He Val Val Val Leu He Lys Val He Leu Asp Lys 
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30 35 40 45 

tac tac ttc etc tgc ggg cag cct etc cac ttc ate ccg agg aag cag 433 
Tyr Tyr Phe Leu Cys Gly Gin Pro Leu His Phe lie Pro Arg Lys Gin 
50 55 60 

ctg tgt gac gga gag ctg gac tgt ccc ttg ggg gag gac gag gag cac 481 
Leu Cys Asp Gly Glu Leu Asp Cys Pro Leu Gly Glu Asp Glu Glu His 
65 70 75 

tgt gtc aag age ttc ccc gaa ggg cct gea gtg gea gtc egc etc tec 529 
Cys Val Lys Ser Phe Pro Glu Gly Pro Ala Val Ala Val Arg Leu Ser 
80 85 90 

aag gac ega tec aca ctg cag gtg ctg gac teg gcc aca ggg aac tgg 577 
Lys Asp Arg Ser Thr Leu Gin Val Leu Asp Ser Ala Thr Gly Asn Trp 
95 100 105 

ttc tct gcc tgt ttc gac aac ttc aca gaa get etc get gag aca gcc 625 
Phe Ser Ala Cys Phe Asp Asn Phe Thr Glu Ala Leu Ala Glu Thr Ala 
110 115 120 125 

tgt agg cag atg ggc tac age age aaa ccc act ttc aga get gtg gag 673 
Cys Arg Gin Met Gly Tyr Ser Ser Lys Pro Thr Phe Arg Ala Val Glu 
130 135 140 

att ggc cca gac cag gat ctg gat gtt gtt gaa ate aca gaa aac age 721 
lie Gly Pro Asp Gin Asp Leu Asp Val Val Glu lie Thr Glu Asn Ser 
145 150 155 

cag gag ctt cgc atg egg aac tea agt ggg ccc tgt etc tea ggc tec 769 
Gin Glu Leu Arg Met Arg Asn Ser Ser Gly Pro Cys Leu Ser Gly Ser 
160 165 170 

ctg gtc tec ctg cac tgt ctt gcc tgt ggg aag age ctg aag ace ccc 817 
Leu Val Ser Leu His Cys Leu Ala Cys Gly Lys Ser Leu Lys Thr Pro 
175 180 185 

cgt gtg gtg ggt ggg gag gag gcc tct gtg gat tct tgg cct tgg cag 8 65 

Arg Val Val Gly Gly Glu Glu Ala Ser Val Asp Ser Trp Pro Trp Gin 
190 195 200 205 

gtc age ate cag tac gac aaa cag cac gtc tgt gga ggg age ate ctg 913 
Val Ser lie Gin Tyr Asp Lys Gin His Val Cys Gly Gly Ser lie Leu 
210 215 220 

gac ccc cac tgg gtc etc aeg gea gee cac tgc ttc agg aaa eat ace 961 
Asp Pro His Trp Val Leu Thr Ala Ala His Cys Phe Arg Lys His Thr 
225 230 235 

gat gtg ttc aac tgg aag gtg egg gea ggc tea gac aaa ctg ggc age 1009 
Asp Val Phe Asn Trp Lys Val Arg Ala Gly Ser Asp Lys Leu Gly Ser 
240 245 250 

ttc cca tec ctg get gtg gcc aag ate ate ate att gaa ttc aac ccc 1057 
Phe Pro Ser Leu Ala Val Ala Lys lie lie He He Glu Phe Asn Pro 
255 260 265 

atg tac ccc aaa gac aat gac ate gcc etc atg aag ctg cag ttc cca 1105 
Met Tyr Pro Lys Asp Asn Asp He Ala Leu Met Lys Leu Gin Phe Pro 
270 275 280 285 
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etc act ttc tea ggc aca gtc agg ccc ate tgt ctg ecc ttc ttt gat 1153 

Leu Thr Phe Ser Gly Thr Val Arg Pro lie Cys Leu Pro Phe Phe Asp 
290 295 300 

gag gag etc act eea gee acc eea etc tgg ate att gga tgg gge ttt 12 01 

Glu Glu Leu Thr Pro Ala Thr Pro Leu Trp lie lie Gly Trp Gly Phe 

305 310 315 



acg aag cag aat gga ggg aag atg tct gac ata ctg ctg cag gcg tea 
Thr Lys Gin Asn Gly Gly Lys Met Ser Asp lie Leu Leu Gin Ala Ser 
320 325 330 



1249 



gtc cag gtc att gac age aca egg tgc aat gea gac gat gcg tae cag 
Val Gin Val lie Asp Ser Thr Arg Cys Asn Ala Asp Asp Ala Tyr Gin 
335 340 345 



1297 



ggg gaa gtc ace gag aag atg atg tgt gea ggc ate ccg gaa ggg ggt 1345 

Gly Glu Val Thr Glu Lys Met Met Cys Ala Gly lie Pro Glu Gly Gly 

350 355 360 365 

gtg gae ace tgc cag ggt gac agt ggt ggg cce ctg atg tae caa tct 1393 

Val Asp Thr Cys Gin Gly Asp Ser Gly Gly Pro Leu Met Tyr Gin Ser 

370 375 380 

gac cag tgg cat gtg gtg ggc ate gtt age tgg ggc tat ggc tgc ggg 1441 

Asp Gin Trp His Val Val Gly lie Val Ser Trp Gly Tyr Gly Cys Gly 

385 390 395 



gge ccg age aee cea gga gta tae acc aag gtc tea gee tat etc aae 
Gly Pro Ser Thr Pro Gly Val Tyr Thr Lys Val Ser Ala Tyr Leu Asn 
400 405 410 



1489 



tgg ate tac aat gtc tgg aag get gag ctg taa tgctgetgcc cetttgeagt 
Trp lie Tyr Asn Val Trp Lys Ala Glu Leu * 
415 420 



1542 



gctgggagcc 
gcaagagtcc 
agggcctcaa 
ecctagcteg 
aaggtctcag 
ggctgtcttg 
eagccetgtc 
aaaatgcact 
agetatggec 



gettecttcc 
cettgggtae 
ttcctgtaag 
gccacacttg 
gggtattgct 
taaaagccca 
cgtctteacc 
gccctactgt 
actattatta 



tgccetgcec 
acccetctge 
agaccctege 
gtgctcccag 
aageeaagaa 
gatcactgtg 
catccceaag 
tggtatgact 
aagagctgtg 



acctggggat 
ceaeagcetc 
agcceagagg 
catcccaggg 
ggaactttcc 
ggctggagag 
cetaetagag 
accgttaect 
taacatcaaa 



eccccaaagt 
ageatttctt 
cgcecagagg 
agagacacag 
cacactactg 
gagaaggaaa 
caagaaacca 
aetgttgtca 
aaaaaaaaaa 



cagacacaga 
ggagcagcaa 
aagteagcag 
cecactgaac 
aatggaagca 
gggtctgcgc 
gttgtaatat 
ttgttattac 
aaaaaaa 



1602 
1662 
1722 
1782 
1842 
1902 
1962 
2022 
2079 



<210> 72 

<211> 423 

<212> PRT 

<213> Homo sapien 



<400> 72 

Met Ser Asn Pro Cys Ala Asn Pro Val Ser Pro Trp Arg Pro Ser Glu 

15 10 15 

Ser Val Gly lie Pro lie lie lie Ala Leu Leu Ser Leu Ala Ser lie 

20 25 30 

lie lie Val Val Val Leu lie Lys Val lie Leu Asp Lys Tyr Tyr Phe 

35 40 45 

Leu Cys Gly Gin Pro Leu His Phe lie Pro Arg Lys Gin Leu Cys Asp 

50 55 60 

Gly Glu Leu Asp Cys Pro Leu Gly Glu Asp Glu Glu His Cys Val Lys 
65 70 75 80 
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Sex 


File 


Pro 


Glu 


Gly 


Pro 


Ala 


Val 


Ala 


Val 


Arg 


Leu 


Ser 


Lys 


Asp 


Arg 










O J 










y u 










95 




Ser 


Thr 


Leu 


Gin 


Val 


Leu 


Asp 


Ser 


Ala 


Thr 


Gly Asn 


Trp 


Phe 


Ser 


Ala 








XUU 










XU5 










110 






Cys 


Phe 


Asp 


Asn 


pne 


Thr 


tjXU 


Ala 


Leu 


Ala 


Glu 


Thr 


Ala 


Cys 


Arg 


Gin 
















Ton 










12 5 








Met 


Gly 


Tyr 


Ser 


Ser 


Lys 


Pro 


Thr 


Phe 


Arg 


Ala 


Val 


Glu 


He 


Gly 


Pro 




130 










T "3 IT 

13 b 










140 










Asp 


Gin 


Asp 


Leu 


Asp 


Val 


Val 


Glu 


He 


Thr 


Glu 


Asn 


Ser 


Gin 


Glu 


Leu 


145 




















155 










160 


Arg 


Met 


Arg 


Asn 


Ser 


Ser 


Gly 


Pro 


Cys 


Leu 


Ser 


Gly 


Ser 


Leu 


Val 


Ser 










165 










170 










175 




Leu 


His 


Cys 


Leu 


Ala 


Cys 


Gly 


Lys 


Ser 


Leu 


Lys 


Thr 


Pro 


Arg Val 


Val 








18 0 










185 










190 






Gly Gly 


Glu 


Glu 


Ala 


Ser 


Val 


Asp 


Ser 


Trp 


Pro 


Trp 


Gin 


Val 


Ser 


He 






195 










200 










205 








Gin 


Tyr 


Asp 


Lys 


Gin 


His 


Val 


Cys 


Gly Gly 


Ser 


He 


Leu 


Asp 


Pro 


His 




210 










215 










220 










Trp 


Val 


Leu 


Thr 


Ala 


Ala 


His 


Cys 


Phe 


Arg 


Lys 


His 


Thr 


Asp 


Val 


Phe 


225 










230 










235 










240 


Asn 


Trp 


Lys 


Val 


Arg 


Ala 


Gly 


Ser 


Asp 


Lys 


Leu 


Gly 


Ser 


Phe 


Pro 


Ser 










245 










250 










255 




Leu 


Ala 


Val 


Ala 


Lys 


He 


He 


He 


He 


Glu 


Phe 


Asn 


Pro 


Met 


Tyr 


Pro 








260 










265 










270 






Lys 


Asp 


Asn 


Asp 


He 


Ala 


Leu 


Met 


Lys 


Leu 


Gin 


Phe 


Pro 


Leu 


Thr 


Phe 






2 75 










2 80 










285 








Ser 


Gly 


Thr 


Val 


Arg 


Pro 


He 


Cys 


Leu 


Pro 


Phe 


Phe 


Asp 


Glu 


Glu 


Leu 




290 










295 










300 










Thr 


Pro 


Ala 


Thr 


Pro 


Leu 


Trp 


He 


He 


Gly 


Trp 


Gly 


Phe 


Thr 


Lys 


Gin 


305 










310 










315 










320 


Asn 


Gly 


Gly 


Lys 


Met 


Ser 


Asp 


He 


Leu 


Leu 


Gin 


Ala 


Ser 


Val 


Gin 


Val 










32 5 










330 










335 




He 


Asp 


Ser 


Thr 


Arg 


Cys 


Asn 


Ala 


Asp 


Asp 


Ala 


Tyr 


Gin 


Gly 


Glu 


Val 








340 










345 










350 






Thr 


Glu 


Lys 


Met 


Met 


Cys 


Ala 


Gly 


He 


Pro 


Glu 


Gly 


Gly 


Val 


Asp 


Thr 






355 










350 










365 








Cys 


Gin 


Gly 


Asp 


Ser 


Gly Gly 


Pro 


Leu 


Met 


Tyr 


Gin 


Ser 


Asp 


Gin 


Trp 




370 










375 










380 










His 


Val 


Val 


Gly 


He 


Val 


Ser 


Trp 


Gly 


Tyr 


Gly 


Cys 


Gly 


Gly 


Pro 


Ser 


385 










390 










395 










400 


Thr 


Pro 


Gly 


Val 


Tyr 


Thr 


Lys 


Val 


Ser 


Ala 


Tyr 


Leu 


Asn 


Trp 


He 


Tyr 










405 










410 










415 




Asn 


Val 


Trp 


Lys 


Ala 


Glu 


Leu 





















420 



-66 of 66- 



